

HBV-induced miR-4461 downregulation correlates with elevated FGA expression in hepatocellular carcinoma
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Supplemental Figure 1. Genomic context of miR-4461
A magnified view of the genomic locus corresponding to the miR-4461 coding region, within the intronic region of the PCBD2 gene.

Supplemental Figure 2. No association between circulating miR-4461 expression and clinical variables in HBV and HCV cohorts
Circulating miR-4461 expression was analyzed in relation to liver fibrosis stage (F stage), inflammation grade (A stage), sex, and age in patients with HBV and HCV infection. miR-4461 expression according to fibrosis stage (F stage) in HBV (A) and HCV (B) cohorts. miR-4461 expression according to inflammation grade (A stage) in HBV (C) and HCV (D) cohorts. Comparison of miR-4461 expression between male (M) and female (F) patients in HBV (E) and HCV (F) cohorts. Correlation between miR-4461 expression and age in HBV (G) and HCV (H) cohorts. 
Each dot represents an individual patient. Data are shown as mean ± SD. Correlations with ordinal or continuous variables were evaluated using Spearman’s rank correlation test, and comparisons by sex were performed using the Mann–Whitney U test. No statistically significant associations were observed between miR-4461 expression and any of the clinical variables. In addition, the coefficients of determination (R²) for the regression analyses in supplemental figure 2G and 2H were < 0.15 and < 0.1, respectively, indicating no meaningful correlation.

Supplemental Figure 3. No association between plasma FGA concentration and clinical variables in HBV and HCV cohorts
Plasma FGA levels were analyzed in relation to liver fibrosis stage (F stage), inflammation grade (A stage), sex, and age in patients with HBV and HCV infection. Plasma FGA concentration according to fibrosis stage (F stage) in HBV (A) and HCV (B) cohorts. FGA concentration according to inflammation grade (A stage) in HBV (C) and HCV (D) cohorts. Comparison of FGA concentration between male (M) and female (F) patients in HBV (E) and HCV (F) cohorts. Correlation between FGA concentration and age in HBV (G) and HCV (H) cohorts.
Each dot represents an individual patient. Data are shown as mean ± SD. Correlations with ordinal or continuous variables were evaluated using Spearman’s rank correlation test, and comparisons by sex were performed using the Mann–Whitney U test. No statistically significant associations were observed between plasma FGA concentration and any of the clinical variables. In addition, all R² values were < 0.1, indicating no meaningful correlation (G and H).

