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Fig.S3A. Phylogenetic trees of Tomentella species identified from Carya ectomycorrhizas in Poland
(green) and USA (Bonito et al. 2011; blue), on the background of reference sequence (UNITE
Database). Species marked red are considered as potentially common for Carya in Poland and USA.
The phylogram was generated from maximum likelihood method based on ITS-rDNA sequences, used
MEGAG6 sofware.



Kornik Arboretum

Bonito et al. 2011

Potentially common
fungal species

Reference sequence "‘ KJ530756
(UNITE database) [G835430 1 Pncultured fungus isolate

iH 1837.1 Uncultured fungus clone
HQ541863.1 Uncultured fungus clone
HQ541827.1 Yncultured fungus clone

T 0541845 1 Bncultured fungus clone
HQ604834 Russula cerolens
! 5835429 .1 Wincultured fungus isolate

KJ530757
Russula recondita

Ooon

KY013343

Russula parazurea
AY061704

UDB024997 Russula medullata

EQ541330.1 ﬂincunured fungus clone

~— DQY74762 Russula sp.

Fig. S3B. Phylogenetic trees of Russula species identified from Carya ectomycorrhizas in Poland
(green) and USA (Bonito et al. 2011; blue), on the background of reference sequence (UNITE
Database). Species marked red are considered as potentially common for Carya in Poland and USA.

The phylogram was generated from maximum likelihood method based on ITS-rDNA sequences, used
MEGAG sofware.
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Fig. S3C. Phylogenetic trees of Tuber species identified from Carya ectomycorrhizas in Poland (green)
and USA (Bonito et al. 2011; blue), on the background of reference sequence (UNITE Database).
Species marked red are considered as potentially common for Carya in Poland and USA. The
phylogram was generated from maximum likelihood method based on ITS-rDNA sequences, used
MEGAG sofware.



