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Online Resource 3 Phylogenetic relationships of Doronicum inferred from maximum 

likelihood analysis of low copy gene A39. Numbers at nodes are bootstrap support values 

from maximum likelihood (normal font, only values ≥50 are given) and maximum parsimony 

(in italics); nodes not present in the strict consensus tree from maximum parsimony are those 

without any support values given (i.e, nodes that don’t have support from the maximum 

likelihood analysis either) and those indicated by arrow heads (i.e., nodes that have support 

from the maximum likelihood analysis). Single letter codes before the species name indicate 

assignment to one of three informal groups of interest: A, Austriaca Group; G, Grandiflora 

Group; M, Macrophylla Group. 

 


