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Online Resource 7: Inter-species phylogenetic trees of TPS subfamilies including tea 

tree pseudogenes 
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Online Resource 7 a Phylogenetic tree displaying TPS-a members of M. alternifolia, E. grandis, E. 

globulus, C. citriodora, P. trichocarpa, V. vinifera and A. thaliana, with the inclusion of M. 

alternifolia TPS pseudogenes. MaltTPS069 (TPS-g) was used as outgroup. 
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Online Resource 7 b Phylogeny of the TPS-b and TPS-g subfamilies, including M. alternifolia 

pseudogenes. MaltTPS004 (TPS-a) was used as outgroup. 
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Online Resource 7 c Phylogenetic tree representing the TPS-c, TPS-e, and TPS-f subfamilies, 

including M. alternifolia pseudogenes. MaltTPS036 (TPS-b) was used as outgroup. 
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