Unveiling the Tissue-Specific Landscape of Nuclear-Encoded Mitochondrial Genes Involved in Amino Acid Metabolism in Buffalo
Amino Acids (The Forum for Amino Acid, Peptide and Protein Research)
E.M. Sadeesh, Madhuri S. Lahamge
Laboratory of Mitochondrial Biology of Farm Animals,
Animal Biochemistry Division
ICAR- National Dairy Research Institute, Karnal, Haryana, (132001) India.
Dr. E.M. Sadeesh (Corresponding author) – Email ID- sadeeshcirb@gmail.com

Supplementary Table 1. The normalized transcript abundance of nuclear-encoded mitochondrial transcript related to amino acid metabolism in various tissues.
	Genes
	Kidney
	Brain
	Ovary
	Heart
	Genes
	Kidney
	Brain
	Ovary
	Heart

	 AADAT
	98.15
	37.01
	0.00
	1.48
	GLUD1
	529.77
	3243.20
	532.09
	177.34

	AASS
	32.00
	0.98
	107.49
	1.45
	GOT2
	286.62
	117.82
	356.28
	1762.69

	ABAT
	167.92
	2372.74
	18.09
	17.75
	GPT2
	294.69
	1498.41
	24.24
	33.86

	ACAA2
	600.61
	727.31
	186.32
	384.02
	GRHPR
	498.19
	74.01
	39.34
	303.51

	ACAD8
	374.85
	151.90
	189.16
	50.08
	HADH
	745.22
	182.08
	217.41
	399.56

	ACADSB
	2404.76
	325.21
	314.55
	193.34
	HADHA
	630.77
	792.55
	329.12
	749.36

	ACAT1
	700.89
	268.74
	655.64
	463.41
	HADHB
	861.92
	1392.32
	579.14
	829.51

	ADHFE1
	25.30
	66.19
	0.00
	18.04
	GLS2
	0.00
	19.47
	24.43
	1.19

	AGMAT
	654.22
	10.72
	0.00
	1.61
	HIBADH
	1183.53
	721.48
	365.23
	575.02

	AGXT
	1026.21
	0.01
	0.00
	1.62
	HIBCH
	136.52
	123.65
	22.82
	1.56

	AGXT2
	382.73
	0.01
	0.00
	1.58
	HMGCL
	211.18
	97.37
	150.84
	18.09

	ALDH18A1
	27.57
	78.86
	55.91
	49.46
	HOGA1
	491.02
	27.27
	0.00
	1.60

	ALDH4A1
	1330.98
	337.87
	60.63
	65.87
	HSD17B10
	789.93
	272.63
	130.61
	431.37

	ALDH5A1
	137.27
	866.51
	0.00
	17.91
	IVD
	280.32
	155.79
	149.96
	50.10

	ALDH6A1
	1894.24
	474.18
	138.45
	129.62
	KMO
	577.91
	3.90
	27.03
	18.01

	ALDH7A1
	285.94
	871.41
	429.38
	241.06
	KYAT3
	29.19
	2.93
	14.48
	1.24

	ALDH9A1
	585.41
	401.15
	579.21
	256.94
	LDHB
	1416.17
	1608.48
	1998.63
	5362.66

	AMT
	11.46
	26.28
	0.00
	31.63
	MAOA
	131.28
	281.39
	605.40
	97.87

	ARG2
	123.56
	29.22
	0.00
	1.50
	MAOB
	889.16
	100.30
	251.02
	1.62

	AUH
	198.61
	37.01
	82.49
	1.56
	MCCC1
	65.66
	68.16
	44.67
	80.72

	BCAT2
	12.84
	24.34
	33.61
	1.33
	MCCC2
	113.64
	184.00
	0.00
	1.56

	BCKDHA
	247.04
	202.53
	117.17
	413.85
	NAGS
	0.00
	11.65
	0.00
	0.75

	BCKDHB
	109.97
	80.82
	26.46
	81.12
	NAT8L
	0.00
	87.58
	0.00
	1.39

	BCKDK
	77.83
	97.37
	67.90
	269.22
	OAT
	354.72
	351.49
	190.26
	97.87

	CA5B
	13.97
	447.84
	50.26
	1.59
	PPM1K
	401.88
	1307.59
	114.65
	113.75

	CHDH
	84.54
	25.32
	0.00
	18.13
	PRODH2
	165.39
	0.01
	0.00
	1.51

	COMT
	460.46
	464.44
	461.31
	368.00
	PYCR1
	0.00
	17.54
	116.56
	1.44

	DBT
	112.58
	59.40
	25.34
	18.20
	PYCR2
	74.50
	12.67
	80.92
	18.19

	DHTKD1
	216.75
	63.30
	124.23
	34.17
	SARDH
	41.51
	6.83
	0.00
	1.27

	DLD
	326.56
	348.57
	118.57
	414.72
	SDSL
	327.21
	1131.35
	0.00
	1.62

	DLST
	395.93
	302.81
	221.89
	605.12
	SFXN1
	143.56
	293.05
	48.30
	1.59

	DMGDH
	364.98
	0.01
	0.00
	1.58
	SFXN3
	31.80
	34.08
	34.94
	1.41

	ECHS1
	3011.03
	825.67
	547.49
	988.98
	SHMT2
	110.18
	100.29
	84.46
	34.16

	ETFA
	370.17
	252.18
	210.99
	193.07
	SLC25A12
	39.78
	95.42
	88.92
	253.11

	ETFB
	852.02
	500.47
	595.38
	1638.97
	SLC25A13
	84.24
	16.56
	32.92
	33.80

	ETFDH
	182.55
	129.50
	29.26
	191.77
	SLC25A15
	404.26
	70.11
	53.62
	18.05

	GCAT
	117.18
	54.53
	26.74
	34.07
	SLC25A21
	68.05
	51.60
	30.68
	1.48

	GCDH
	1208.41
	177.22
	45.23
	65.91
	SLC25A29
	59.41
	91.52
	51.39
	96.51

	GCSH
	206.89
	641.62
	121.09
	240.77
	SLC25A38
	133.40
	99.32
	294.57
	113.47

	GLDC
	0.00
	51.56
	0.00
	1.27
	SLC25A44
	151.08
	95.42
	7.43
	18.18

	GLS
	231.02
	49.67
	169.89
	50.10
	SUGCT
	166.16
	24.35
	0.00
	49.77



