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Table S1. Summary of two-way ANOVAs performed on leaf litter initial physical and chemical characteristics comparing the three non-N-fixing tree species (Species, three levels) grown in mixed plantations with alder or monocultures (Origin, two levels). Significant p-values (< 0.050) are shown in bold.
	Source of variation
	SS
	df
	MS
	F
	p

	Leaf toughness1

	Intercept
	126.608
	1
	126.608
	9782.803
	0.000

	Species
	0.247
	2
	0.123
	9.531
	0.001

	Origin
	0.021
	1
	0.021
	1.623
	0.215

	Species  Origin
	0.053
	2
	0.027
	2.058
	0.150

	Error
	0.311
	24
	0.013
	
	

	
	
	
	
	
	

	Specific leaf area

	Intercept
	36485.691
	1
	36485.691
	269.477
	< 0.001

	Species
	1461.103
	2
	730.551
	5.396
	0.012

	Origin
	9.856
	1
	9.856
	0.073
	0.790

	Species  Origin
	430.253
	2
	215.126
	1.589
	0.225

	Error
	3249.471
	24
	135.395
	
	

	
	
	
	
	
	

	Total polyphenol concentration

	Intercept
	1362.684
	1
	1362.684
	274.618
	< 0.001

	Species
	96.170
	2
	48.085
	9.690
	0.003

	Origin
	30.318
	1
	30.318
	6.110
	0.029

	Species  Origin
	58.678
	2
	29.339
	5.913
	0.016

	Error
	59.545
	12
	4.962
	
	

	
	
	
	
	
	

	Lignin concentration

	Intercept
	18338.416
	1
	18338.416
	8668.081
	0.000

	Species
	334.894
	2
	167.447
	79.148
	< 0.001

	Origin
	64.337
	1
	64.337
	30.410
	< 0.001

	Species  Origin
	200.229
	2
	100.114
	47.321
	< 0.001

	Error
	25.388
	12
	2.116
	
	

	
	
	
	
	
	

	Phosphorus concentration

	Intercept
	0.267
	1
	0.267
	313.495
	< 0.001

	Species
	0.034
	2
	0.017
	19.809
	< 0.001

	Origin
	0.001
	1
	0.001
	0.598
	0.454

	Species  Origin
	0.002
	2
	0.001
	1.099
	0.365

	Error
	0.010
	12
	0.001
	
	

	
	
	
	
	
	

	Nitrogen concentration

	Intercept
	24.000
	1
	24.000
	1348.219
	< 0.001

	Species
	1.384
	2
	0.692
	38.860
	< 0.001

	Origin
	0.067
	1
	0.067
	3.766
	0.076

	Species  Origin
	0.388
	2
	0.194
	10.905
	0.002

	Error
	0.214
	12
	0.018
	
	

	
	
	
	
	
	

	Carbon concentration

	Intercept
	35993.415
	1
	35993.415
	120080.201
	0.000

	Species
	13.128
	2
	6.564
	21.899
	< 0.001

	Origin
	1.643
	1
	1.643
	5.482
	0.037

	Species  Origin
	1.281
	2
	0.640
	2.137
	0.161

	Error
	3.597
	12
	0.300
	
	


Table S1. Continued.
	Source of variation
	SS
	df
	MS
	F
	p

	Carbon:nitrogen molar ratio

	Intercept
	43339.952
	1
	43339.952
	1569.536
	< 0.001

	Species
	1840.235
	2
	920.117
	33.322
	< 0.001

	Origin
	209.875
	1
	209.875
	7.601
	0.017

	Species  Origin
	1033.949
	2
	516.974
	18.722
	< 0.001

	Error
	331.359
	12
	27.613
	
	

	
	
	
	
	
	

	Carbon:phosphorus molar ratio

	Intercept
	24433523.908
	1
	24433523.908
	225.738
	< 0.001

	Species
	5590016.531
	2
	2795008.266
	25.823
	< 0.001

	Origin
	342414.264
	1
	342414.264
	3.164
	0.101

	Species  Origin
	878646.676
	2
	439323.338
	4.059
	0.045

	Error
	1298861.500
	12
	108238.458
	
	


1log-transformed


Table S2. Summary of two-way ANCOVA performed on leaf litter decomposition and three-way ANOVAs performed on fungal biomass, aquatic hyphomycete sporulation rate and species richness comparing leaf litter from the three non-N-fixing tree species (Species, three levels), grown in mixed plantations with alder or monocultures (Origin, two levels), and incubated in single-species treatments in laboratory microcosms for 14, 35, and 70 days (Time, three levels; used as covariate in the ANCOVA and as categorical variable in ANOVAs). Significant p-values (< 0.050) are shown in bold.
	Source of variation
	SS
	df
	MS
	F
	p

	Leaf litter decomposition1

	Intercept
	0.000
	1
	0.000
	0.009
	0.923

	Time
	2.217
	1
	2.217
	318.664
	0.000

	Species
	0.577
	2
	0.288
	41.449
	< 0.001

	Origin
	0.137
	1
	0.137
	19.639
	< 0.001

	Species  Origin
	0.241
	2
	0.121
	17.338
	< 0.001

	Error
	0.577
	83
	0.007
	
	

	
	
	
	
	
	

	Fungal biomass2

	Intercept
	138.523
	1
	138.523
	11456.800
	0.000

	Species
	0.360
	2
	0.180
	14.873
	< 0.001

	Origin
	0.073
	1
	0.073
	6.059
	0.019

	Time
	0.887
	2
	0.443
	36.669
	< 0.001

	Species  Origin
	0.264
	2
	0.132
	10.908
	< 0.001

	Species  Time
	0.641
	4
	0.160
	13.249
	< 0.001

	Origin  Time
	0.076
	2
	0.038
	3.156
	0.055

	Species  Origin  Time
	0.187
	4
	0.047
	3.873
	0.010

	Error
	0.435
	36
	0.012
	
	

	
	
	
	
	
	

	Aquatic hyphomycete sporulation rate2

	Intercept
	440.397
	1
	440.397
	31063.517
	0.000

	Species
	0.753
	2
	0.376
	26.554
	< 0.001

	Origin
	0.990
	1
	0.990
	69.819
	< 0.001

	Time
	0.819
	2
	0.409
	28.872
	< 0.001

	Species  Origin
	0.198
	2
	0.099
	6.981
	0.002

	Species  Time
	0.797
	4
	0.199
	14.054
	< 0.001

	Origin  Time
	0.020
	2
	0.010
	0.714
	0.493

	Species  Origin  Time
	0.261
	4
	0.065
	4.600
	0.002

	Error
	1.021
	72
	0.014
	
	

	
	
	
	
	
	

	Aquatic hyphomycete species richness

	Intercept
	4737.878
	1
	4737.878
	4488.516
	0.000

	Species
	27.489
	2
	13.744
	13.021
	< 0.001

	Origin
	13.611
	1
	13.611
	12.895
	0.001

	Time
	18.289
	2
	9.144
	8.663
	< 0.001

	Species  Origin
	9.489
	2
	4.744
	4.495
	0.014

	Species  Time
	4.444
	4
	1.111
	1.053
	0.386

	Origin  Time
	2.822
	2
	1.411
	1.337
	0.269

	Species  Origin  Time
	0.978
	4
	0.244
	0.232
	0.920

	Error
	76.000
	72
	1.056
	
	


  1ln(fraction DM remaining)
  2log-transformed


9

Table S3. Mean relative contribution (%, n = 5) of aquatic hyphomycete species to conidial production associated with leaf litter of the non-N-fixing tree species (oak, chestnut, and beech), grown in mixed plantations with alder or monocultures, and incubated in single-species treatments in laboratory microcosms for 14, 35, and 70 days. Total species richness per treatment per sampling time is also shown.
	Time
	Day 14
	 
	Day 35
	 
	Day 70

	Tree species
	Oak
	Chestnut
	Beech
	
	Oak
	Chestnut
	Beech
	
	Oak
	Chestnut
	Beech

	Litter origin
	Mixed plantations
	Mono cultures
	 Mixed plantations
	 Mono cultures
	 Mixed plantations
	 Mono cultures
	
	 Mixed plantations
	 Mono cultures
	 Mixed plantations
	 Mono cultures
	 Mixed plantations
	 Mono cultures
	
	 Mixed plantations
	 Mono cultures
	 Mixed plantations
	 Mono cultures
	 Mixed plantations
	Absent

	Species                 Treatment   
	Oak (Alder)
	Oak (NoAlder)
	Chestnut (Alder)
	Chestnut (NoAlder)
	Beech (Alder)
	Beech (NoAlder)
	 
	Oak (Alder)
	Oak (NoAlder)
	Chestnut (Alder)
	Chestnut (NoAlder)
	Beech (Alder)
	Beech (NoAlder)
	 
	Oak (Alder)
	Oak (NoAlder)
	Chestnut (Alder)
	Chestnut (NoAlder)
	Beech (Alder)
	Beech (NoAlder)

	Alatospora acuminata Ingold
	3.40
	0.31
	0.54
	
	0.36
	0.13
	
	0.97
	0.19
	
	
	
	0.11
	
	0.13
	0.26
	0.09
	
	
	0.36

	Alatospora pulchella Marvanová
	0.74
	0.21
	1.89
	0.76
	
	0.74
	
	0.48
	
	2.94
	1.21
	0.11
	0.48
	
	
	
	
	0.42
	
	

	Anguillospora filiformis Greath. 
	5.26
	13.31
	11.95
	16.31
	17.55
	17.38
	
	2.25
	5.83
	7.48
	8.61
	3.34
	5.90
	
	1.08
	2.22
	2.04
	2.74
	5.29
	7.31

	Articulospora tetracladia Ingold
	14.32
	4.83
	12.24
	4.81
	3.44
	6.90
	
	28.00
	17.81
	41.94
	45.90
	4.63
	7.91
	
	2.41
	5.10
	16.83
	26.74
	14.20
	12.74

	Clavatospora longibrachiata (Ingold) Sv. Nilsson ex Marvanová & Sv. Nilsson 
	0.00
	
	0.11
	
	
	
	
	
	
	
	
	
	
	
	1.54
	0.49
	0.18
	
	
	

	Flagellospora curvula Ingold
	16.05
	9.69
	16.34
	8.41
	6.74
	2.96
	
	10.70
	17.95
	12.97
	11.20
	13.55
	13.97
	
	2.42
	13.77
	2.64
	4.92
	31.17
	37.60

	Hydrocina chaetocladia Scheuer
	0.37
	0.51
	0.22
	
	
	
	
	0.90
	1.99
	0.26
	
	0.41
	0.24
	
	2.39
	1.26
	0.87
	0.46
	6.50
	15.84

	Lunulospora curvula Ingold
	7.47
	4.91
	7.28
	5.72
	16.50
	8.45
	
	27.15
	35.45
	23.28
	13.47
	68.71
	59.88
	
	1.89
	3.93
	9.62
	32.59
	18.19
	6.76

	Stenocladiella neglecta (Marvanová & Descals) Marvanová & Descals 
	0.27
	0.21
	0.22
	
	0.13
	
	
	0.25
	
	0.12
	
	
	
	
	
	
	
	
	
	

	Tetrachaetum elegans Ingold
	51.96
	65.92
	49.11
	63.72
	55.15
	63.43
	
	4.48
	10.13
	10.02
	17.81
	6.43
	9.46
	
	1.53
	3.68
	3.17
	2.45
	4.81
	2.27

	Tricladium curvisporum Descals
	
	
	
	
	
	
	
	
	
	0.10
	
	
	
	
	
	
	
	
	
	

	Triscelophorus acuminatus Nawawi 
	0.17
	0.10
	0.11
	0.14
	0.13
	
	
	22.65
	10.56
	0.79
	1.81
	2.73
	1.50
	
	85.34
	67.81
	64.35
	29.68
	17.17
	13.46

	Triscelophorus monosporus Ingold
	
	
	
	0.13
	
	
	
	2.16
	0.10
	0.10
	
	0.10
	0.56
	
	1.28
	1.48
	0.20
	
	2.68
	3.64

	Species richness (no. species treatment–1)
	10
	10
	11
	8
	8
	7
	 
	11
	9
	11
	7
	9
	10
	 
	10
	10
	10
	8
	8
	9




Table S4. Summary of SIMPER analyses performed on the aquatic hyphomycete communities [specific sporulation data; log(x+1)-transformed] to identify the aquatic hyphomycete species contributing the most to dissimilarities between pairs of non-N-fixing species for each sampling time (days 14, 35, and 70). Average dissimilarity between treatments and specific contribution (contrib%) and cumulative contribution (cum%) of aquatic hyphomycete species are shown.
	
	Day 14
	
	
	Day 35
	
	
	Day 70

	Species
	Contrib%
	Cum%
	
	Species
	Contrib%
	Cum%
	
	Species
	Contrib%
	Cum%

	Oak  Chestnut
	
	Oak  Chestnut
	
	Oak  Chestnut

	Average dissimilarity = 15.71
	
	Average dissimilarity = 25.38
	
	Average dissimilarity = 27.75

	L. curvula
	14.15
	14.15
	
	T. acuminatus
	24.22
	24.22
	
	L. curvula
	18.77
	18.77

	A. tetracladia
	13.85
	28.00
	
	H. chaetocladia
	11.61
	35.83
	
	A. tetracladia
	17.83
	36.59

	A. acuminata
	13.57
	41.56
	
	A. pulchella
	10.56
	46.39
	
	T. monosporus
	9.97
	46.57

	A. pulchella
	12.43
	53.99
	
	L. curvula
	8.99
	55.39
	
	T. elegans
	8.63
	55.20

	A. filiformis
	10.21
	64.20
	
	A. filiformis
	8.33
	63.72
	
	F. curvula
	8.54
	63.73

	T. elegans
	8.00
	72.20
	
	A. tetracladia
	8.06
	71.77
	
	C. longibrachiata
	8.46
	72.19

	H. chaetocladia
	7.66
	79.87
	
	F. curvula
	7.90
	79.67
	
	H. chaetocladia
	8.27
	80.47

	F. curvula
	7.09
	86.96
	
	T. elegans
	7.02
	86.69
	
	T. acuminatus
	8.09
	88.56

	S. negleta
	5.53
	92.49
	
	T. monosporus
	6.27
	92.96
	
	A. filiformis
	6.78
	95.34

	
	
	
	
	
	
	
	
	
	
	

	Oak  Beech
	
	Oak  Beech
	
	Oak  Beech

	Average dissimilarity = 21.26
	
	Average dissimilarity = 26.93
	
	Average dissimilarity = 27.42

	A. tetracladia
	18.47
	18.47
	
	T. acuminatus
	24.48
	24.48
	
	T. acuminatus
	29.98
	29.98

	F. curvula
	15.23
	33.69
	
	A. tetracladia
	16.10
	40.58
	
	H. chaetocladia
	12.05
	42.03

	L. curvula
	13.34
	47.04
	
	H. chaetocladia
	10.77
	51.35
	
	C. longibrachiata
	10.19
	52.22

	A. acuminata
	11.55
	58.59
	
	F. curvula
	9.49
	60.84
	
	T. elegans
	9.58
	61.80

	A. pulchella
	11.40
	69.99
	
	T. monosporus
	8.20
	69.04
	
	F. curvula
	8.31
	70.11

	A. filiformis
	11.19
	81.17
	
	A. filiformis
	7.28
	76.32
	
	L. curvula
	8.28
	78.39

	H. chaetocladia
	6.10
	87.27
	
	L. curvula
	6.95
	83.27
	
	A. filiformis
	7.45
	85.84

	T. elegans
	5.77
	93.05
	
	T. elegans
	5.18
	88.45
	
	T. monosporus
	6.53
	92.37

	
	
	
	
	A. pulchella
	5.09
	93.54
	
	
	
	




Table S4. Continued.
	
	Day 14
	
	
	Day 35
	
	
	Day 70

	Species
	Contrib%
	Cum%
	
	Species
	Contrib%
	Cum%
	
	Species
	Contrib%
	Cum%

	Chestnut  Beech
	
	Chestnut  Beech
	
	Chestnut  Beech

	Average dissimilarity = 16.43
	
	Average dissimilarity = 25.17
	
	Average dissimilarity = 32.22

	F. curvula
	18.12
	18.12
	
	A. tetracladia
	25.65
	25.65
	
	T. acuminatus
	19.11
	19.11

	A. tetracladia
	17.81
	35.92
	
	A. pulchella
	14.91
	40.56
	
	L. curvula
	15.17
	34.28

	A. pulchella
	17.76
	53.68
	
	L. curvula
	12.07
	52.63
	
	A. tetracladia
	13.51
	47.79

	L. curvula
	15.95
	69.63
	
	T. acuminatus
	9.87
	62.50
	
	H. chaetocladia
	13.19
	60.98

	A. filiformis
	7.85
	77.47
	
	A. filiformis
	9.55
	72.05
	
	F. curvula
	12.48
	73.46

	A. acuminata
	5.98
	83.45
	
	F. curvula
	8.98
	81.04
	
	T. monosporus
	8.94
	82.40

	T. elegans
	5.19
	88.64
	
	T. elegans
	8.82
	89.85
	
	T. elegans
	7.55
	89.95

	T. acuminatus
	3.57
	92.20
	 
	H. chaetocladia
	4.17
	94.02
	 
	A. filiformis
	5.57
	95.52



Table S5. Summary of SIMPER analyses performed on the aquatic hyphomycete communities [specific sporulation data; log(x+1)-transformed] to identify the aquatic hyphomycete species contributing the most to dissimilarities between mixed plantations with alder and monocultures for each sampling time (days 14, 35, and 70). Average dissimilarity between treatments and specific contribution (contrib%) and cumulative contribution (cum%) of aquatic hyphomycete species are shown.
	
	Day 14
	
	
	Day 35
	
	
	Day 70

	Species
	Contrib%
	Cum%
	
	Species
	Contrib%
	Cum%
	
	Species
	Contrib%
	Cum%

	Mixed plantations  Monocultures
	
	Mixed plantations  Monocultures
	
	Mixed plantations  Monocultures

	Average dissimilarity = 20.66
	
	Average dissimilarity = 19.75
	
	Average dissimilarity = 19.85

	A. tetracladia
	19.14
	19.14
	
	T. acuminatus
	13.93
	13.93
	
	T. acuminatus
	15.00
	15.00

	F. curvula
	16.62
	35.76
	
	F. curvula
	11.99
	25.91
	
	H. chaetocladia
	14.66
	29.66

	L. curvula
	15.06
	50.82
	
	A. tetracladia
	11.01
	36.92
	
	T. elegans
	13.65
	43.31

	A. acuminata
	13.03
	63.85
	
	A. filiformis
	10.80
	47.72
	
	L. curvula
	11.05
	54.36

	A. pulchella
	12.51
	76.36
	
	A. pulchella
	10.61
	58.33
	
	A. filiformis
	9.16
	63.52

	T. elegans
	6.00
	82.36
	
	L. curvula
	10.54
	68.87
	
	F. curvula
	8.91
	72.43

	A. filiformis
	4.85
	87.21
	
	T. monosporus
	8.97
	77.84
	
	T. monosporus
	8.23
	80.66

	S. negleta
	4.12
	91.33
	
	H. chaetocladia
	8.09
	85.93
	
	A. tetracladia
	7.40
	88.05

	
	
	
	
	T. elegans
	6.93
	92.86
	 
	C. longibrachiata
	7.19
	95.24




Table S6. Summary of two-way ANCOVA performed on leaf litter decomposition and three-way ANOVAs performed on fungal biomass and aquatic hyphomycete sporulation rate comparing observed and expected values (Type, two levels) for leaf litter from non-N-fixing tree species, grown in mixed plantations with alder or monocultures (Origin, two levels), and incubated in mixed-species treatments in laboratory microcosms for 14, 35, and 70 days (Time, three levels; used as covariate in the ANCOVA and as categorical variable in ANOVAs). Significant p-values (< 0.050) are shown in bold.
	Source of variation
	SS
	df
	MS
	F
	p

	Leaf litter decomposition1

	Intercept
	0.006
	1
	0.006
	3.145
	0.082

	Time
	1.315
	1
	1.315
	647.002
	0.000

	Type
	0.005
	1
	0.005
	2.507
	0.119

	Origin
	0.160
	1
	0.160
	78.557
	< 0.001

	Type  Origin
	0.026
	1
	0.026
	12.712
	0.001

	Error
	0.112
	55
	0.002
	
	

	
	
	
	
	
	

	Fungal biomass

	Intercept
	57578.475
	1
	57578.475
	1024.811
	0.000

	Type
	30.863
	1
	30.863
	0.549
	0.468

	Origin
	788.125
	1
	788.125
	14.027
	0.001

	Time
	5151.408
	2
	2575.704
	45.844
	< 0.001

	Type  Origin
	259.290
	1
	259.290
	4.615
	0.045

	Origin  Time
	83.290
	2
	41.645
	0.741
	0.490

	Type  Time
	142.142
	2
	71.071
	1.265
	0.305

	Type  Origin  Time
	440.295
	2
	220.148
	3.918
	0.038

	Error
	1067.505
	19
	56.184
	
	

	
	
	
	
	
	

	Aquatic hyphomycete sporulation rate

	Intercept
	1863443.436
	1
	1863443.436
	1881.247
	0.000

	Type
	33.176
	1
	33.176
	0.033
	0.856

	Origin
	124785.978
	1
	124785.978
	125.978
	< 0.001

	Time
	52975.195
	2
	26487.598
	26.741
	< 0.001

	Type  Origin
	802.247
	1
	802.247
	0.810
	0.373

	Origin  Time
	3796.259
	2
	1898.130
	1.916
	0.158

	Type  Time
	1925.354
	2
	962.677
	0.972
	0.386

	Type  Origin  Time
	3373.595
	2
	1686.797
	1.703
	0.193

	Error
	47545.751
	48
	990.536
	
	


 1ln(fraction DM remaining)


[image: ]
[bookmark: _Hlk221093021]Figure S1. Mass remaining (a) and fungal biomass (c) for leaf litter of the non-N-fixing tree species (oak, chestnut, and beech), grown in mixed plantations with alder (Alder) or monocultures (NoAlder), and incubated in single-species and mixed-species treatments in laboratory microcosms for 14, 35, and 70 days. Values are means ± SE [n = 5 for (a) and n = 3 for (c)]; SE bars are smaller than the symbols in panel (a). Response ratio (i.e., ratio between means of individual species in mixed-species treatments to single-species treatments) for mass remaining (b) and fungal biomass (d). R = 1 indicates similar values for both single-species and mixed-species treatments, and R < 1 and R > 1 indicate lower and higher values for mixed-species treatments than single-species treatments, respectively; R values are significant if the 95% CI does not include 1 (dashed line).


Table S7. Decomposition rates (k) of leaf litter of oak, chestnut, and beech (non-N-fixing tree species), grown in mixed plantations with alder or monocultures (origin), and incubated in single-species and in mixed-species treatments (diversity) in laboratory microcosms for over 70 days (n = 15). Standard error (SE) and coefficient of determination (R2) are also shown; p < 0.001 for all models. Comparisons among treatments were done with ANCOVA, followed by Tukey’s HSD test for multiple comparisons; different letters indicate significant differences (p < 0.050).
	Species
	Origin
	Diversity
	Treatment
	k (d–1)
	SE
	R2
	Sign

	Oak
	Mixed plantation
	Single
	Oak (Alder)
	0.0089
	0.0003
	0.95
	b

	Oak
	Mixed plantation
	Mixed
	Oak (Alder) Mix
	0.0098
	0.0006
	0.72
	ab

	Oak
	Monoculture
	Single
	Oak (NoAlder)
	0.0049
	0.0002
	0.92
	def

	Oak
	Monoculture
	Mixed
	Oak (NoAlder) Mix
	0.0056
	0.0004
	0.81
	def

	Chestnut
	Mixed plantation
	Single
	Chestnut (Alder)
	0.0113
	0.0003
	0.97
	ab

	Chestnut
	Mixed plantation
	Mixed
	Chestnut (Alder) Mix
	0.0131
	0.0005
	0.90
	a

	Chestnut
	Monoculture
	Single
	Chestnut (NoAlder) 
	0.0076
	0.0003
	0.91
	d

	Chestnut
	Monoculture
	Mixed
	Chestnut (NoAlder) Mix
	0.0066
	0.0003
	0.88
	de

	Beech
	Mixed plantation
	Single
	Beech (Alder)
	0.0036
	0.0002
	0.90
	f

	Beech
	Mixed plantation
	Mixed
	Beech (Alder) Mix
	0.0041
	0.0002
	0.83
	ef

	Beech
	Monoculture
	Single
	Beech (NoAlder)
	0.0047
	0.0002
	0.75
	def

	Beech
	Monoculture
	Mixed
	Beech (NoAlder) Mix
	0.0028
	0.0003
	0.40
	f




Table S8. Summary of three-way ANCOVA performed on leaf litter decomposition and four-way ANOVA performed on fungal biomass comparing leaf litter from the three non-N-fixing tree species (Species, three levels), grown in mixed plantations with alder or monocultures (Origin, two levels), and incubated in single-species and mixed-species treatments (Diversity, two levels) in laboratory microcosms for 14, 35, and 70 days (Time, three levels; used as covariate in the ANCOVA and as categorical variable in ANOVA). Significant p-values (< 0.050) are shown in bold.
	Source of variation
	SS
	df
	MS
	F
	p

	Leaf litter decomposition1

	Intercept
	0.017
	1
	0.017
	1.942
	0.165

	Time
	4.118
	1
	4.118
	474.762
	0.000

	Diversity
	0.011
	1
	0.011
	1.257
	0.264

	Species
	1.532
	2
	0.766
	88.285
	0.000

	Origin
	0.706
	1
	0.706
	81.366
	< 0.001

	Diversity  Species
	0.044
	2
	0.022
	2.510
	0.084

	Diversity  Origin
	0.101
	1
	0.101
	11.614
	0.001

	Species  Origin
	0.411
	2
	0.205
	23.688
	< 0.001

	Diversity  Species  Origin
	0.016
	2
	0.008
	0.947
	0.390

	Error
	1.449
	167
	0.009
	
	

	
	
	
	
	
	

	Fungal biomass

	Intercept
	260.028
	1
	260.028
	13290.807
	0.000

	Diversity
	0.086
	1
	0.086
	4.383
	0.040

	Species
	1.538
	2
	0.769
	39.310
	< 0.001

	Origin
	0.438
	1
	0.438
	22.370
	< 0.001

	Time
	2.029
	2
	1.015
	51.855
	< 0.001

	Diversity  Species
	0.192
	2
	0.096
	4.902
	0.010

	Diversity  Origin
	0.081
	1
	0.081
	4.123
	0.046

	Species  Origin
	0.517
	2
	0.258
	13.207
	< 0.001

	Diversity  Time
	0.115
	2
	0.057
	2.935
	0.060

	Species  Time
	0.436
	4
	0.109
	5.575
	0.001

	Origin  Time
	0.028
	2
	0.014
	0.727
	0.487

	Diversity  Species  Origin
	0.002
	2
	0.001
	0.055
	0.947

	Diversity  Species  Time
	0.218
	4
	0.054
	2.783
	0.033

	Diversity  Origin  Time
	0.085
	2
	0.042
	2.168
	0.122

	Species  Origin  Time
	0.223
	4
	0.056
	2.852
	0.030

	Diversity  Species  Origin  Time
	0.049
	4
	0.012
	0.623
	0.648

	Error
	1.370
	70
	0.020
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