[bookmark: _GoBack]Table S1. Molecular sensors and sensory transducers in choanozoans (related to Fig. 3). Shown are reported ortholog sequences in literature or accession numbers of orthologs predicted here. Putative orthologs were identified as reciprocal best BlastP hits and with PfamScan using the gathering threshold as cutoff value (Mistry et al. 2021). Most BLAST searches were conducted against the nonredundant protein database (nr) of the National Center for Biotechnology Information (NCBI). The C. flexa predicted proteome was searched locally (using Blast version 2.3.0) using S. rosetta sequences as query. 

	Sensory molecules
	Orthologs in M. brevicollis
	Orthologs in C. flexa
	Orthologs in S. rosetta

	Phoenixin (PNX)
	Absent from genome (Yañez-Guerra et al. 2022)
	Accession number in transcriptome: TRINITY_DN1992_c0_g1_i1 (absent from the predicted proteome due to short length)
	(Yañez-Guerra et al. 2022)

	Nesfatin
	(Yañez-Guerra et al. 2022)
	Absent from transcriptome
	(Yañez-Guerra et al. 2022)

	Hypoxia-inducible factor (HIF)
	Absent from genome (Mills et al. 2018)
	Absent from transcriptome
	Absent from genome (Mills et al. 2018)

	Eukaryotic NO synthase
	Absent from genome (Reyes-Rivera et al. 2022)
	Absent from transcriptome (Reyes-Rivera et al. 2022)
	Absent from genome (Reyes-Rivera et al. 2022)

	Prokaryotic NO synthase
	Absent from genome (Reyes-Rivera et al. 2022)
	(Reyes-Rivera et al. 2022)
	Absent from genome (Reyes-Rivera et al. 2022)

	NO receptor (soluble guanylyl cyclase)
	Accession numbers: MONBRDRAFT_8342, MONBRDRAFT_31218, MONBRDRAFT_32325, MONBRDRAFT_34163, MONBRDRAFT_38443, MONBRDRAFT_34366, MONBRDRAFT_29467, MONBRDRAFT_9289, MONBRDRAFT_26544, MONBRDRAFT_37593, MONBRDRAFT_37592, MONBRDRAFT_32949, MONBRDRAFT_34682, MONBRDRAFT_27986, MONBRDRAFT_33782, MONBRDRAFT_37136, MONBRDRAFT_14998, MONBRDRAFT_14699
	(Reyes-Rivera et al. 2022)
	(Reyes-Rivera et al. 2022)

	Ionotropic ATP receptor (P2X)
	(Fountain et al. 2008; Fountain and Burnstock 2009; Cai 2012a)
	Accession numbers in proteome: TRINITY_DN11075_c0_g1_i4.p2, TRINITY_DN10750_c0_g1_i7.p1
	(Fountain et al. 2008; Fountain and Burnstock 2009; Cai 2012a)

	Ionotropic glutamate/ glycine/serotonin receptor
	Absent from genome
	(Brunet et al. 2019)
	Absent from genome

	Tyrosine kinases
	(King et al. 2008; Manning et al. 2008)
	>90 predicted in transcriptome
	(King et al. 2008; Manning et al. 2008)

	Metazoan-type rhodopsins
	Absent from genome (Feuda et al. 2012)
	Absent from transcriptome
	Absent from genome (Feuda et al. 2012)

	Microbial-type rhodopsins
	Absent from genome
	(Brunet et al. 2019)
	(Spudich 2006; Avelar et al. 2014; Brunet et al. 2019; Galindo et al. 2022)

	Piezo
	(Fairclough et al. 2013; Prole and Taylor 2013)
	accession number in proteome: TRINITY_DN9110_c0_g1_i1.p1
	(Fairclough et al. 2013; Prole and Taylor 2013)

	DEG/ENaC
	Absent from genome
	(Brunet et al. 2019)
	Absent from genome

	TMC
	(Erives and Fritzsch 2020)
	accession numbers in proteome: TRINITY_DN10991_c0_g2_i1.p1, TRINITY_DN6580_c0_g1_i2.p1
	(Erives and Fritzsch 2020)

	GPCRs
	(de Mendoza et al. 2014)
	accession numbers in proteome: TRINITY_DN11241_c1_g2_i2.p1, TRINITY_DN11246_c0_g1_i3.p1, TRINITY_DN18375_c0_g1_i1.p1, TRINITY_DN11989_c0_g1_i23.p1, TRINITY_DN11695_c0_g1_i3.p1, TRINITY_DN10894_c0_g1_i1.p1
	(de Mendoza et al. 2014)

	Heterotrimeric G proteins
	(de Mendoza et al. 2014)
	accession number in proteome: TRINITY_DN7384_c0_g1_i1.p1, TRINITY_DN7759_c0_g1_i1.p1, TRINITY_DN9679_c0_g2_i7.p1, TRINITY_DN12400_c0_g1_i3.p1
	(de Mendoza et al. 2014)

	Trp channels
	(Cai 2008; Peng et al. 2015; Himmel and Cox 2020)
	accession numbers in proteome: TRINITY_DN7699_c0_g1_i3.p1, TRINITY_DN12084_c3_g3_i1.p1
	(Cai 2008; Peng et al. 2015; Himmel and Cox 2020)

	Potassium voltage-gated (KV) channels
	(Moran et al. 2015)
	accession numbers in proteome: TRINITY_DN7967_c0_g2_i2.p2, TRINITY_DN9681_c0_g1_i2.p1, TRINITY_DN11869_c4_g1_i1.p1
	Absent from genome

	Calcium voltage-gated (CaV) channels
	(Liebeskind et al. 2011; Moran et al. 2015)
	accession numbers in proteome: TRINITY_DN11215_c0_g1_i3.p1, TRINITY_DN11905_c0_g1_i8.p1
	(Liebeskind et al. 2011; Moran et al. 2015)

	Sodium voltage-gated (NaV) channels
	(Liebeskind et al. 2011; Moran et al. 2015)
	accession number in proteome: TRINITY_DN11905_c0_g1_i8.p1
	Absent from genome

	Cyclic nucleotide-gated (CNG) channels
	(Cai 2012b; Reyes-Rivera et al. 2022)
	(Cai 2012b; Reyes-Rivera et al. 2022)
	(Cai 2012b; Reyes-Rivera et al. 2022)

	Phosphodiesterase
	accession number: MONBRDRAFT_9955
	(Brunet et al. 2019)
	(Fairclough et al. 2013)

	Phospholipase C (PLC)
	See NCBI database
	accession numbers in proteome: TRINITY_DN10872_c0_g1_i3.p1, TRINITY_DN10890_c0_g1_i2.p1, TRINITY_DN11963_c0_g1_i1.p1, TRINITY_DN7664_c1_g1_i1.p1, TRINITY_DN5227_c1_g1_i1.p1, TRINITY_DN8394_c0_g2_i2.p1, TRINITY_DN9983_c0_g1_i1.p1, TRINITY_DN9728_c0_g2_i2.p1, TRINITY_DN8399_c0_g1_i1.p1
	(Fairclough et al. 2013)

	IP3 receptor
	(Cai and Clapham 2012; Burkhardt et al. 2014; Rosa et al. 2021)
	accession numbers in proteome: TRINITY_DN11373_c0_g1_i2.p1, TRINITY_DN11373_c0_g1_i2.p1, TRINITY_DN11178_c0_g1_i4.p1, TRINITY_DN10657_c0_g1_i3.p1
	(Cai and Clapham 2012; Burkhardt et al. 2014; Rosa et al. 2021)
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