SUPPLEMENTARY MATERIAL
Association between duration of intravenous antibiotic administration and early life microbiota development in late-preterm infants.
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Content:
Online Resource 1: Microbiota composition profiles based on 16S-rRNA gene sequencing in control (A), ST (B) and LT (C) infants. Genera with a relative abundance of more than 5% are shown.
Online Resource 2: Microbiota composition profiles based on real-time qPCR data in control (A), ST (B) and LT (C) infants. 
Online Resource 3: Total bacterial count as determined by real-time qPCR. No significant difference observed between gestational age groups at each time point as determined by the Kruskal-Wallis test with Monte Carlo Permutation. 
Online Resource 4: Bacterial richness and diversity in control, ST and LT infants during the first six postnatal weeks. No significant difference observed between gestational age groups at each time point as determined by the Kruskal-Wallis test with Monte Carlo Permutation.


Online Resource 1. Microbiota composition profiles based on 16S-rRNA gene sequencing in control (A), ST (B) and LT (C) infants. Genera with a relative abundance of more than 5% are shown.
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Online Resource 2. Microbiota composition profiles based on real-time qPCR data in control (A), ST (B) and LT (C) infants. 
[image: D:\EIBER-AB\Paper\Figures\Figure-S2-Rel-abundances-qPCR-data.jpg]

Online Resource 3: Total bacterial count as determined by real-time qPCR. No significant difference observed between gestational age groups at each time point as determined by the Kruskal-Wallis test with Monte Carlo Permutation.
[image: D:\EIBER-AB\Paper\Figures\Figure-S3-Total-16S-qPCR.jpg]


[bookmark: _GoBack]Online Resource 4. Bacterial richness and diversity in control, ST and LT infants during the first six postnatal weeks. No significant difference observed between gestational age groups at each time point as determined by the Kruskal-Wallis test with Monte Carlo Permutation.
[image: D:\EIBER-AB\Paper\Figures\Figure-S4-PD-Chao1-Temporal-PerABGroup.jpg]
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