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Supplementary Table 1. Primers used for Tn1546 typing and detection of plasmid addiction systems and relaxase genes.

	Tn1546 typing and defining Tn1546 flanking regions

	Primer names
	Sequence (5’-3’)
	Position in reference sequence
	Reference sequence
	Literature

	tn1546-1
	GGAAAATGCGGATTTACAACGCTAAG
	13-38
	M97297
	1

	ORF1_4
	GCATGTAGTGATGAAACACCTAGCTGC 
	949-975
	M97297
	2

	ORF1_5
	CACGTCCTGCCGACTATGATTATTT
	1915-1891
	M97297
	2

	ORF2_F
	TCATTCCATTTCTGTATTTTCAATTT
	3048-3073
	M97297
	3

	ORF2_R
	GCCCATTAGCGGAATACAGA
	3786-3767
	M97297
	3

	ORF2_F2
	ACTAATGTATCTAGGGCTTCA
	3709-3729
	M97297
	3

	vanR_R
	GCAATTTCATGTTCATCATCCA
	4019-3998
	M97297
	3

	vanS_R
	GCTGGAAGCTCTACCCTAAA
	5769-5750
	M97297
	3

	vanS
	AACGACTATTCCAAACTAGAA
	4676-4696
	M97297
	2

	vanH2
	GAGCATGGAATGCATCTGCC
	6081-6062
	M97297
	4

	vanS1
	ATTGTTCAGCATGGAGGGC
	5696-5714
	M97297
	4

	vanA1
	CATGAATAGAATAAAAGTTGCAATA
	6978-7002
	M97297
	5

	vanA2
	CCCCTTTAACGCTAATACGATCAA
	8007-7984
	M97297
	5

	vanX2
	TTATTTAACGGGGAAATC
	8624-8607
	M97297
	6

	vanX1
	ATGGAAATAGGATTTACTT
	8016-8034
	M97297
	6

	vanY1
	AGAGACGAACCATACCCCAA
	8577-8596
	M97297
	3

	vanX_F
	ATGGGTATTTTCAGAAGTCCC
	9213-9193
	M97297
	3

	vanY2-R
	AGTATGTGTTGATCCGGGAAAC
	9948-9927
	M97297
	7

	vanZ1
	CTGGGAATTTCAGAGAGATG
	10258-10277
	M97297
	4

	vanZ2
	AATGGGTACGGTAAACGAGC
	10581-10562
	M97297
	4

	tn1546-2
	GGAAAATGCGGATTTACAACGTTAAG
	10839-10814
	M97297
	1

	IS1216F
	CCGTGGGCTACTATCTTCGTT
	124-144
	U49512
	8

	IS1216R
	AATTTATTGCGTCTCTTTACTGGA
	610-587
	U49512
	8

	repUS1_dn(2)
	CAATAAGATCGGCGTGCAAAC
	nd
	AM296544
	this study

	rep1_dn
	CAAAACGGACACACAACTCG
	nd
	U83488
	this study

	7946_dn
	TCGCTACAACGTCACACCAT
	nd
	7946/98 MiSeq
	this study

	merA_dn
	TATTGAACTTGAGCGCAGCAG
	nd
	574/14 MiSeq
	this study

	vanR_dn
	TTAACTCCAGTGGGCGAAAG
	nd
	M97297
	this study

	rep18a_up_new
	GTTTCGGAAGAAAAAGCAATGGT
	nd
	AB158402
	this study

	vanZ_A_up
	GCTCGTTTACCGTACCCATT
	nd
	M97297
	this study

	Plasmid-associated genes

	Primer names
	Sequence (5’-3’)
	Length of amplified PCR fragment in bp
	Literature

	rel-pAD1-1
	TAATTTATGTRACACCTAGT
	133
	9

	rel-pAD1-2
	TCAAATTCTTCRGCTGAAAAAAYATGC
	
	

	rel-pRE25-1
	AATGGCTTCTTATCGAAGTGG
	325
	9

	rel-pRE25-2
	TTCATCATCTCTATGAATGG
	
	

	rel-pCF10-1
	TAATCCAATCMTTTTCTC C
	318
	9

	rel-pCF10-2
	TGGACTSWGTTTGCCATTTTG
	
	

	rel-pCIZ2-1
	ATGGCAACAGTTAAAGTAAG
	208
	9

	rel-pCIZ2-2
	CAGCGGTAATTTCTCCTGGTC
	
	

	rel-Tn1549-1
	GTAAGGGCAAGAGCTATGCC
	265
	9

	rel-Tn1549-2
	ACGCGGCCTTTGATACGCTC
	
	

	rel-BM4518-1
	GCAAGAAAAAGCCCTATGCC
	278
	9

	rel-BM4518-2
	GGAATTTTCGCTGATACGCTC
	
	

	rel-pEF1071-1
	CCATGGCCGAACGAAAACTC
	252
	9

	rel-pEF1071-2
	ACTCATGTTTAATCACGTCC
	
	

	rel-pAMa1.E-1
	GAAAGACACAAATTTAAGTGG
	375
	9

	rel-pAMa1.E-2
	ACAATTCCTAAGTGCATATGG
	
	

	e-z-F
	GTGGTTTAGGTGGCTGCAAG
	1044
	10

	e-z-R
	TTAACGAATTATCGGCAAGC
	
	

	par-F
	CCATGCACTACTAGGCAACC
	747
	10

	par-R
	CTGTCTAGCAAGCAGAGTTACG
	
	

	efm-repA_pLG1-up
	GAAAATGATATCTACTTACTCG
	568
	7

	efm-repA_pLG1-dn
	TTACATAGACAAAAATCAGGT
	
	

	Efs_bee1_up
	GAACTCGATTCTGATACGAATGTCTTTAA
	259
	11

	Efs_bee1_dn
	GTCGAATGCCTTGTCCACCAGTAGATGGC
	
	

	Efs_bee2_up
	CGGACAAAGAATTAGCTACCGTTCAC
	532
	11

	Efs_bee3_dn
	CAAGATAAGCATCTGTTACATCATAGGCTG
	
	

	E-cytI(cyt)
	ACTCGGGGATTGATAGGC
	688
	12

	E-cytIib
	GCTGCTAAAGCTGCGCTT
	
	

	Asa_cons_700-up
	GAAAATGCAGAAATTGCRGC
	1040-1073
	13

	Asa_cons_1700-dn
	GGAACAAGAACAGGAACSAC
	
	

	repUS1_up
	TCGACGGTATTACAAAATGG
	242
	this study

	repUS1_dn
	ATTCTGGCTTCATCAGCATA 
	
	

	rep18a_up
	AAATGGCGTGCTAAAGATCGAAT
	330
	this study

	rep18a_dn
	TTCAGCCCATCCTTGAGTTC
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