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	Primer 
	Sequence (5' → 3')
	PCR product, bp
	Reference

	Multiplex PCR for OXA-type catbapenemase genes

	blaOXA-23-like 
	OXA-23F
	GATCGGATTGGAGAACCAGA 
	501
	1

	
	OXA-23R
	ATTTCTGACCGCATTTCCAT 
	
	

	blaOXA-24-like 
	OXA-24F
	GGTTAGTTGGCCCCCTTAAA 
	246
	

	
	OXA-24R
	AGTTGAGCGAAAAGGGGATT 
	
	

	blaOXA-51-like 
	OXA-51F
	TAATGCTTTGATCGGCCTTG 
	353
	

	
	OXA-51R
	TGGATTGCACTTCATCTTGG 
	
	

	blaOXA-58-like 
	OXA-58F
	AAGTATTGGGGCTTGTGCTG 
	599
	

	
	OXA-58R
	CCCCTCTGCGCTCTACATAC 
	
	

	blaOXA-143-like 
	OXA-143-F 
	TGGCACTTTCAGCAGTTCCT
	149
	2

	
	OXA-143-R 
	TAATCTTGAGGGGGCCAACC
	
	

	blaOXA-235 -like
	OXA-235_F 
	TTGTTGCCTTTACTTAGTTGC
	768
	3

	
	OXA-235_R 
	CAAAATTTTAAGACGGATCG
	
	

	Simplex PCR for class B metallo-β-lactamase genes

	blaVIM – type

	VIM-F
	ATGGTGTTTGGTCGCATATC  
	509
	4

	
	VIM-R
	TGGGCCATTCAGCCAGATC
	
	

	blaNDM - type
	NDM-F
	GAAGCTGAGCACCGCATTAG
	758
	5

	
	NDM-R
	GGGCCGTATGAGTGA
	
	

	blaIMP - variants 

	IMP-F
	CTACCGCAGCAGAGTCTTTG
	587
	6

	
	IMP-R
	AACCAGTTTTGCCTTACCAT
	
	

	Multiplex PCR for 16S rRNA-methyltransferase genes

	rmtA
	rmtAF
	AAACTATTCCGCATGGTTC
	88 
	7

	
	rmtAR
	TCATGTACACAAGCTCTTTCC
	
	

	rmtC
	rmtCF
	CAGGGGTTCCAACAAGT
	246 
	

	
	rmtCR
	AGAGTATATAGCTTGAACATAAGTAGA
	
	

	rmtD
	rmtDF
	TCGTTTCAGCACGTAAAACA
	652 
	

	
	rmtDR
	CAGCGCGAAATTCAAAAAGG
	
	

	rmtG
	rmtGF
	ACGGAATGCCGCGCGAAGTA
	381 
	

	
	rmtGR
	TCTCCGCAAGCAGATCGCCG
	
	

	rmtH
	rmtHF
	ATGACCATTGAACAGGCAGC
	464 
	

	
	rmtHR
	AGGGCAAAGGTAAAATCCCA
	
	

	armA
	armAF
	ATTTTAGATTTTGGTTGTGGC
	101 
	

	
	armAR
	ATCTCAGCTCTATCAATATCG
	
	

	npmA
	npmAF
	GGGCTATCTAATGTGGTG
	229 
	

	
	npmAR
	TTTTTATTTCCGCTTCTTCGT
	
	

	rmtB
	rmtBF
	ACTTTTACAATCCCTCAATAC
	171
	

	
	rmtBR
	AAGTATATAAGTTCTGTTCCG
	
	

	rmtE
	rmtEF
	GATGCCGTGTCTGTTACGCCG
	446 
	

	
	rmtER
	ACGTGAACCCACGAGTCCTGC
	
	

	rmtF
	rmtFF
	CGATCCTACTGGGCTCCAT
	314 
	

	
	rmtFR
	GGCATAGTGCTTTTCCATGC
	
	

	Simplex PCR for armA (confirmation)

	armA
	armA-F
	ATTCTGCCTATCCTAATTGG
	315
	8

	
	armA-R
	ACCTATACTTTATCGTCGTC
	
	

	Multiplex PCR for mcr-variants

	mcr-1
	mcr1_320bp_fw
	AGTCCGTTTGTTCTTGTGGC
	320
	9

	
	mcr1_320bp_rev
	AGATCCTTGGTCTCGGCTTG
	
	

	mcr-2
	mcr2_700bp_fw
	CAAGTGTGTTGGTCGCAGTT
	715
	

	
	mcr2_700bp_rev
	TCTAGCCCGACAAGCATACC
	
	

	mcr-3
	mcr3_900bp_fw
	AAATAAAAATTGTTCCGCTTATG
	929
	

	
	mcr3_900bp_rev
	AATGGAGATCCCCGTTTTT
	
	

	mcr-4
	mcr4_1100bp_fw
	TCACTTTCATCACTGCGTTG
	1.116
	

	
	mcr4_1100bp_rev
	TTGGTCCATGACTACCAATG
	
	

	mcr-5
	MCR5_fw
	ATGCGGTTGTCTGCATTTATC
	1.644
	

	
	MCR5_rev
	TCATTGTGGTTGTCCTTTTCTG
	
	

	Simplex PCR for genes encoding for aminoglycoside modifying enzymes

	aph(3')-VI
	APH(3')-VIF
	CGGAAACAGCGTTTTAGA
	716
	10

	
	APH(3')-VIR
	TTCCTTTTGTCAGGTC
	
	

	aac(6’)-Ib
	AAC(6’)-IF
	TATGAGTGGCTAAATCGΑT
	395
	11

	
	AAC(6’)-IR
	CCCGCTTTCTCGTAGCA
	
	

	aac(3’)-Ia
	AAC(3’)-IF
	ACAAAGTTAGGTGGCTCAAGTATGGGCATC
	407
	12

	
	AAC(3’)-IR
	TCACCGTAATCTGCTTGCACGTAGATCAC
	
	

	aac(3’)-IV
	AAC(3’)-IVF
	CTCGAAGATGGGCCACTTGGACTGATC
	367
	12

	
	AAC(3’)-IVR
	AACTCGGCAAGATGCAGCGTCGTG
	
	

	ant(2’)-Ia
	ANT(2’)-IF
	ATGCGCTCACGCAACTGGTC
	749
	13

	
	ANT(2’)-IR
	GCATATCGCGACCTGAAAGC
	
	

	Trilocus multiplex PCRs for sequence group typing

	Group 1 
ompA
	Group1ompAF306
	GATGGCGTAAATCGTGGTA
	355
	14

	
	Group1and2ompAR660
	CAACTTTAGCGATTTCTGG
	
	

	Group 1 
csuE
	Group1csuEF
	CTTTAGCAAACATGACCTACC
	702
	

	
	Group1csuER
	TACACCCGGGTTAATCGT
	
	

	Group 1 
blaOXA-51-like
	Gp1OXA66F89
	GCGCTTCAAAATCTGATGTA
	559
	

	
	Gp1OXA66R647
	GCGTATATTTTGTTTCCATTC
	
	

	Group 2 
ompA
	Group2ompAF378
	GACCTTTCTTATCACAACGA
	343
	

	
	Group1and2ompAR660
	CAACTTTAGCGATTTCTGG
	
	

	Group 2 
csuE
	Group2csuEF
	GGCGAACATGACCTATTT
	580
	

	
	Group2csuER
	CTTCATGGCTCGTTGGTT
	
	

	Group 2 
blaOXA-51-like
	Gp2OXA69F169
	CATCAAGGTCAAACTCAA
	162
	

	
	Gp2OXA69R330
	TAGCCTTTTTTCCCCATC
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Supplementary Table S2. MIC and ‘cumulative percentage inhibited’ distributions, MIC50 and MIC90 values and antimicrobial susceptibilities of 271 Acinetobacter baumannii isolates.
	Antimicrobial agent
	No. (cumulative %) of isolates inhibited at MIC (mg/L)
	MIC50 (mg/L)
	MIC90 (mg/L)
	Susceptibilitya  (%)

	
	≤0.5
	1
	[bookmark: _Hlk133268597]2
	4
	8
	16
	32
	64
	128
	≥256
	
	
	

	Apramycin
(EBL-1003)
	
	
	[bookmark: _Hlk133268548]68b
(25.09)
	124 
(70.85)
	72 
(97.42)
	7 
(100)
	
	
	
	
	4
	8
	ND

	Amikacin
	
	
	
	3
(1.11)
	1 
(1.48)
	
	
	1 
(1.85)
	2 
(2.58)
	264 
(100)
	≥256
	≥256
	1.48

	Gentamicin
	
	
	2b
(0.74)
	1 
(1.11)
	8 
(4.06)
	6 
(6.27)
	1 
(6.64)
	
	4 
(8.12)
	249 
(100)
	≥256
	≥256
	1.11

	Tobramycin
	
	
	12b
(4.43)
	1 
(4.80)
	
	3
(5.90)
	1 
(6.27)
	1 
(6.64)
	4 
(8.12)
	249 
(100)
	≥256
	≥256
	4.80

	Imipenem
	1 
(0.37)
	
	15 
(5.90)
	26 
(15.50)
	66 
(39.85)
	115 
(82.29)
	26 
(91.88)
	22c
(100)
	
	
	16
	32
	5.90

	Meropenem
	2 
(0.74)
	
	1 
(1.11)
	
	
	33 
(13.28)
	108 
(53.14)
	127c
(100)
	
	
	32
	>32
	1.11

	Minocycline
	9 
(3.32)
	14 
(8.49)
	18 (15.13)
	10 
(18.82)
	40 
(33.58)
	127 
(80.44)
	45 
(97.05)
	8c
(100)
	
	
	16
	32
	18.8d

	Tigecycline
	5 
(1.85)
	9 
(5.17)
	54 (25.09)
	125 
(71.22)
	70 
(97.05)
	8 
(100)
	
	
	
	
	4
	8
	ND

	Eravacycline
	14 
(5.17)
	57 
(26.20)
	121 (70.85)
	74 
(98.15)
	2 
(98.89)
	2 
(99.63)
	
	1c
(100)
	
	
	2
	4
	ND

	Omadacycline
	2 
(0.74)
	3
(1.85)
	13 (6.64)
	33 
(18.82)
	91 
(52.40)
	64 
(76.01)
	12 
(80.44)
	53c
(100)
	
	
	8
	>32
	ND

	Colistin
	3 
(1.11)
	16 
(7.01)
	23 
(15.50)
	18 
(22.14)
	48 
(39.85)
	40 
(54.61)
	48 
(72.32)
	75c
 (100)
	
	
	16
	>32
	15.50

	Trimethoprim-sulfamethoxazolee
	1 
(0.37)
	1
(0.74)
	3 
(1.85)
	6 
(4.06)
	5 
(5.90)
	5 
(7.75)
	9 
(11.07)
	241c
(100)
	
	
	>32
	>32
	1.85


ND, not determined; a, according to EUCAST and CLSI breakpoints; b, ≤2mg/L; c, >32mg/L; d, according to CLSI breakpoints; e, Trimethoprim-sulfamethoxazole MICs are expressed as the trimethoprim concentration.
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