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High genetic diversity and low future habitat suitability: will Cupressus atlantica, endemic to the High Atlas, survive under climate change?
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Online Resource 2 Polymorphism of microsatellite loci used in this study and outlier loci detected in Cupressus atlantica based on the FST outlier test conducted in BayeScan (significant values are bolded).
	Locus
	A
	HO
	HE
	FIS
	Null
	FST outlier test

	
	
	
	
	
	
	FST
	α
	q-value

	cyp84
	34
	0.833
	0.921
	0.095
	0.024
	0.012946
	-0.17788
	0.51280NS

	cyp174
	23
	0.846
	0.904
	0.064
	0.014
	0.013504
	-0.12702
	0.64053NS

	cyp101
	23
	0.782
	0.911
	0.142
	0.041
	0.014130
	-0.07592
	0.71514NS

	cyp258
	31
	0.737
	0.937
	0.213
	0.063
	0.014532
	-0.04444
	0.76463NS

	cyp257
	14
	0.500
	0.861
	0.419
	0.228
	0.014684
	-0.04553
	0.79793NS

	cyp293
	20
	0.814
	0.894
	0.090
	0.020
	0.045348
	1.09000
	0.17003NS


Abbreviations: N – number of analysed individuals; A – average number of alleles; HO – observed heterozygotes; HE – expected heterozygotes; FIS – inbreeding coefficient; Null – null allele frequency; FST - fixation coefficient; α - locus-specific component of FST; q-value – significance of the outlier test and NS – no significant

