Figure S3

IL7R
A B Gpw&fﬁé
orig.ident LINC@%M‘? JIEL
APG L
HOPX il
ZNF68 A T
ITGA 10 el
CENEY T T
5.0 K%Rb ‘ {110
CTLA
ccLd
TN I |
® G29T ® G48T ® G63T C§N 1] i
® G30T ® G49N ® G64T CCL3L I N
® G32T @ G49T ® G66T QRN "1‘ VRN i
2.5 ® G36T ® G50N ® G67T \Re it |
® G39T ® G50T ® G68N rEAD
~, ® G40T ® G5IN ® G68T IF|
" ® G41T ® G51T ® G69T H'gf
! ® G42T ® G52N ® G70T ,é\%
D ® G43N @ G52T @ G71T A
0.01 ® G43T @ G54T ® G72T ngﬁ
® G44T @ G55T @ G74T HZEA
® G45T ® G56T ® G75T NEE%EQ\
® G46T ® G57T @ G76T oA
® G48N ® G60T 2 '\EL\A§
-2.51 DNA“JiA
"GLd
AC0205TS
5
| | | , SHML
-8 -4 0 4 SRES(
UMAP_1
N ANKRB?
C D Cytotoxic Score [CDS8T cells]
MAIT like{®@ o c@@ - ¢ - - @- Q0@ - @@ ° - - ok ko
Tex IGKC{e ® o« @ o - o e - e 090 0 -00 ® + * Percent Expressed
e 25
TexSTR{® @ e @ e o @ - - o & ........“. e o+ o ;50
2> 75
E 4 [ ] o @ o ° ® o e @O ™ . @ o . . ®
2 TexISG| @ ¢ . ¢ .. o .. ® Average Expression
- 2
Tex GZVK Qo o@eo - @ - - « - - e @@ - O - @@ : - o - 0 ¥i
0
Tex TGAE{@ o @@@ c 0 - ¢ - ¢ 0@  o¢0:.00: 00 R’
Prog like{@ e ce@e - @ - - - ¢ - 000- ©- - -00 - e - o
5 @ WA N T A N A AR XD D LoD DN D &
X R X OROTR e G AR P B AR QPN $U P S T2 ¥ G JY ,
PV QQ‘O%{B%\V'“& A &*«00‘0 e QO\\()'C;LQ\O & FEL TR Identity
) DV QQ?
Features
Contribution of each L-R pair in HIGH group
PDCD1 [Tex_ITGAE] by CD8IHC CTLA4 [Tex_ITGAE] by CD8IHC TIGIT [Tex_ITGAE] by CD8IHC LAG3 [Tex_ITGAE] by CD8IHC LGALSS - CD45|
in HIGH group in HIGH group . CXCL12 - CXCR4| I
‘ ko *HKK RETN - CAP1|
* | FHK | . ) . T MIF - (CD74+CXCR4)| I
T ERx . w * NAMPT - (ITGA5+ITGB1)| I —
ns whxx MIF - (CD74+CD44)| E—
_’ ' _ — , — CCL5-CCR1/| n——
S g 5 = ANXA1 - FPR1| -
2 2 & 3 LGALS9 - CD44 |
5 5 = = MDK - NCL | ——
B’ @ 2 2 CCL3L1-CCR1|
o o° 2 @ CCL5-CCR5|
& & 5 5 CCL5-CCR3| mmmmm
w w i 2 i CCL4 - CCR5|
1 PPIA - BSG|
LGALSY - PAHB | s
‘ CXCL16 - CXCR6 | mmm
0 0 _ ANXA1 - FPR3| mm
N S CCL3-CCR1| mmm
Q,,;x\*‘b 0§° «° Qq;x\*"’ 0§° «° s : IFNG - (IFNGR1+IFNGR2)| mm
& g N ® g € R o > > RN S R &
&4/ (&A/ (&é/ (3)4/ 9 W @0 o & XS XS Q}O (\d\@
Identity Identity Identity Identity
Secreted Signaling <CXCL, CCL> CCL5 [Tex_ITGAE] by CD8IHC CXCL13 [Tex_ITGAE] by CD8IHC
, , : in HIGH group in HIGH group
CXCL9-CXCR31 e L | ® L | . | ® . : ns Kkkk
CXCL13 - CXCR31 ® : ® : : xR ! FTT T 1
: : : 1 s 1
CXCL12 = CXCR4' 1 1 I Ee 5
I I 1 > >
CXCL11 = CXCRB‘ [ ] ] : o o : [ ] [ ] : [ ] o Commun. Prob. g 5
! ! ! i S 8"
CXCL10-CXCR3{ o o e e e e e e "
CCL5 - CCR51 ° ° ; @ & 8,
CCL5 - CCR3- ® ® ® I
CCL5-CCR11 o ® e , o ® e , o ® e , o e @ min
CCL4 - CCRS5] 5 5 5 ol W A E
<0. AN AN
CCL3L1-CCR1- | i ® ! ® ¢ peoo L XY L XY
I I I 7 Q,Q) <(</b Q,Q) <(</b
CCL3-CCR51 e ® .. ® P 1 . ® | = Identity Identity
CCL3-CCR1{ = ® e L | !
CCL11=CCR31 ®» . ® , @ . ® J
: -_ CXCRS5 [B cells] by CDSIHC CXCRS5 [B cells] by CD8IHC
$ Q‘z\ in HIGH group
O & \
Q/ L @ ns
% \ % *hkk | r * nS 1
/\/@ ) I L .
i _ _
o/ s c
¢ c o
Ke] 7]
7] 2,
o 5
02 >
Lﬁ L
@ @ >
’ Q.Q(b\'t\ QOé\\‘} Qé@%
D ) NS > N
\/O é\\ Q}O 0‘6\ (8)4/ 4(3;\/
Identity Identity



	Slide 1

