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Figure S1 BALB/c mice infection with E. faecalis and the applied fusidic acid treatment

regimen




Table S1. Accession numbers of the E. faecium sequences used in primer design

Strain name Accession number
Enterococcus faecium DO CP003583.1
Enterococcus faecium strain VB3025 CP040236.1
Enterococcus faecium strain F17E0263 CP040849.1
Enterococcus faecium strain SRR24 CP038996.1
Enterococcus faecium strain UAMSEF 09 CP035660.1
Enterococcus faecium strain UAMSEF 20 CP035666.1
Enterococcus faecium strain UAMSEF 08 CP035654.1
Enterococcus faecium strain VB3240 CP040368.1
Enterococcus faecium strain RBWHI CP033206.1



https://www.ncbi.nlm.nih.gov/nuccore/CP003583.1
https://www.ncbi.nlm.nih.gov/nuccore/CP040236.1
https://www.ncbi.nlm.nih.gov/nuccore/CP040849.1
https://www.ncbi.nlm.nih.gov/nuccore/CP038996.1
https://www.ncbi.nlm.nih.gov/nuccore/CP035660.1
https://www.ncbi.nlm.nih.gov/nuccore/CP035666.1
https://www.ncbi.nlm.nih.gov/nuccore/CP035654.1
https://www.ncbi.nlm.nih.gov/nuccore/CP040368.1
https://www.ncbi.nlm.nih.gov/nuccore/CP033206.1

E.faecium ATCC27270 MTREFSLONTRNIGIMAHIDAGKTTATERILYYTGKIHKIGETHEGASQMDWMEQEQERG 60
E.faecium ipl5 MTREFSLONTRNIGIMAHIDAGKTTATERILYYTGKIHKIGETHEGASQMDWMEQEQERG 60
E.faecium_ipl5f MTREFSLONTRNIGIMAHIDAGKTTATERILYYTGKIHKIGETHEGASQMDWMEQEQERG 60
B R R R T T T e S S L L et
E.faecium ATCC27270 ITITSAATTAQWKGHRINIIDTPGHVDFTVEVERSLRVLDGAVTVLDAQSGVEPQTETVW 120
E.faecium ipl5 ITITSAATTAQWKGHRINIIDTPGHVDFTVEVERSLRVLDGAVTVLDAQSGVEPQTETVW 120
E.faecium ipl5f ITITSAATTAQWKGHRINIIDTPGHVDFTVEVERSLRVLDGAVTVLDAQSGVEPQTETVW 120
ERE R AR RR AR IR AR RN AR AR IR IR IR AR AR A AR AR RN R RN R ARk N R dh
E.faecium ATCC27270 ROATTYGVPRIVFANKMDKIGADFLYSVSTLHDRLOQANAHPIQLPIGAEDDFTGIIDLVT 180
E.faecium_ipl5 ROATTYGVPRIVFANKMDKIGADFLYSVSTLHDRLOANAHPIQLPIGAEDDFTGIIDLVT 180
E.faecium ipl5f ROATTYGVPRIVFANKMDKIGADFLYSVSTLHDRLOANAHPIQLPIGAEDDFTGIIDLVT 180
B L R R T T s
E.faecium ATCC27270 MKAEMYTNDLGTEIEETEIPEEYRELAEEWREKLVEAVAETDEELTLKYLEGEEITEAEL 240
E.faecium ipl5 MKAEMYTNDLGTEIEETEIPEEYRELAEEWREKLVEAVAETDEELTLKYLEGEEITEAEL 240
E.faecium ipl5f MKAEMYTNDLGTEIEETEIPEEYRELAEEWREKLVEAVAETDEELTLKYLEGEEITEAEL 240
e e o o e ok ok ke e ok e e ok i o ok e i o ok o o ek e e
E.faecium_ ATCC27270 KEGIRRATVNVEFYPVLCGSAFKNKGVQLLLDAVLDYLPSPLDIPAIKGIDPKTDEEVER 300
E.faecium ipl5 KEGIRRATVNVEFYPVLCGSAFKNKGVQLLLDAVLDYLPSPLDIPATKGIDPKTDEEVER 300
E.faecium ipl5f KEGIRRATVNVEFYPVLCGSAFKNKGVQLLLDAVLDYLPSPLDIPAIRGIDPKTDEEVER 300
D R R R R R R R L R R R R R L
E.faecium ATCC27270 PADDSAPFSALAFKVMTDPFVGRLTFFRVYSGVLKSGSYVQNATKGKRERVGRILOMHAN 360
E.faecium ipl5 PADDSAPFSALAFKVMTDPFVGRLTFFRVYSGVLKSGSYVONATKGKRERVGRILOMHAN 360
E.faecium ipl5f PADDSAPFSALAFKVMTDPFVGRLTFFRVYSGVLKSGSYVONATKGKRERVGRILOMHAN 360
B
E.faecium ATCC27270 SRSEISEVYAGDIAAAVGLKDTTTGDTLCDEKNLVILESMEFPEPVIQVAIEPKSKADQD 420
E.faecium ipl5 SRSEISEVYAGDIAAAVGLKDTTTGDTLCDEKNLVILESMEFPEPVIQVATEPKSKADQD 420
E.faeci mu_iple SRSEISEVYAGDIAAAVGLKDTTTGDTLCDEKNLVILESMEFPEPVIQVATIEPKSKADQD 420
B L T T T e
E.faecium ATCC27270 KMGVALQKLSEEDPTFRAETNVETGETI IAGMGELHLDIIVDRMRREFKVEANVGAPQVS 480
E.faecium ipl5 KMGVALQKLSEEDPTFRAETNVETGETI IAGMGELHLDIIVDRMRREFKVEANVGAPQVS 480
E.faecium ipl5f KMGVALQKLSEEDPTFRAETNVETGETI IAGMGELHLDIIVDRMRREFKVEANVGAPQVS 480
N L R R R T T T T T T T s
E.faecium ATCC27270 YRETFRAGTQAEGKFVRQSGGKGQYGHVWIEFTPNEEGAGFEFENAIVGGVVPREYIPAV 540
E. faeci um_ipls YRETFRAGTQAEGKFVRQSGGKGQYGHVWIEFTPNEEGAGFEFENATIVGGVVPREYIPAV 540
E.faecium ipl5f YRETFRAGTQAEGKFVRQSGGKGQYGHVWIEFTPNEEGAGFEFENAIVGGVVPREYIPAV 540
B R R e e B g S e Sy
E.faecium ATCC27270 ETGLKDAMENGVLAGYPLVDIKAKLYDGSYHDVDSNETAFRVAASMALRAAAKKANPVIL 600
E.faecium ipl5 ETGLKDAMENGVLAGYPLVDIKAKLYDGSYHDVDSNETAFRVAASMALRAAAKKANPVIL 600
E.faecium ipl5f ETGLKDAMENGVLAGYPLVDIKAKLYDGSYHDVDSNETAFRVAASMALRAAAKKANPVIL 600
R B Y
E.faecium ATCC27270 EPIMAVEVVIPEDYLGDVMGHVTARRGRVEGMEARAGGQQVVRAMVPLA] YATTLRS 660
E.faecium ipl5 EPIMAVEVVIPEDYLGDVMGHVTARRGRVEGMEARAGGQQVVRAMVPLAEIRGYATTLRS 660
E.faecium ipl5f EPIMAVEVVIPEDYLGDVMGHVTARRGRVEGMEARAGGQQVVRAMVPLARIRGYATTLRS 660
e T P R T TR T I e ey
E.faecium ATCC27270 ATQGRGTFTMTFDHYEDVPKSVQEEIIKKNGGKAE 695
E. faeci um:ipls ATQGRGTFTMTFDHYEDVPKSVQEEIIKKNGGKAE 695
E.faecium ipl5f ATQGRGTFTMTFDHYEDVPKSVQEEIIKKNGGKAE 695
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Figure S2 Multiple sequence alignment of the translated sequences of the fusA gene from the
parent Enterococcus faecium ATCC 27270, the resistant E. faecium iP15 obtained after the
passage of the E. faecium ATCC 27270 in increasing fusidic acid concentrations for 15
consecutive passages and the revertant E. faecium 1P15f obtained after the passage of E. faecium

iP15 in a fusidic acid-free medium for 10 consecutive passages



