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Figure  S5(f)     M.cal   +  P. Fucata   + 2 isotigs   with filter  on       |Q27908|MANA_PINFU      MYLHLTALCVVIPLCYGASMFKHDHYMDNGVRYPNGDGICKQLNETKCDAGFSYDRSICE 60   |P86856|MANL_MYTCA       ----------------------------------------------------------- R 1   I sotig36106               ------------------------------------------------------------   I sotig46928               ------------------------------------------------------------                                                                                            |Q27908|MANA_PINFU      GPHYWHTISKCFIACGIGQRQSPINIVSYDAKFRQRLPKLKFKPHMEKLKTEVTNHQNRA 120   |P86856|MANL_MYTCA      GPKNWCKVHPCWTTCGSQMRQSPININTNQTIY - KRYPRLKVENVHKRVIATIRNNGH - A 59   I sotig36106               ------------------------------------------------------- -----   I sotig46928                ------------------------------------------------------------                                                                                            |Q27908|MANA_PINFU      PEFEPEDGENLYVKLNNLVDG ---- HYKFHNLHVHNGRTRRKGSEHSVNGRFTP MEAHLV 176   |P86856|MANL_MYTCA      PYFEVHEKFDDEIVLRNVPERPRRKEYNFAQLHVQLGRDEKEGSEHSIDNKFKPMEAQMV 119   I sotig36106               ------------------------------------------------------------   I sotig46928               ----------------------------------------------- -------------                                                                                           |Q27908|MANA_PINFU      FHHDDQTHFEPTRTKLGGAFPGHNDFVVVGVFLEVGDDGFGDEPDDEECKHILKGHHPDN 236   |P86856|MANL_MYTCA      FYDKDYEDVLEAKSKK ------- NGLVVISVMIEV -------- -----------------   147   I sotig36106               ------------------------------------------------------------   I sotig46928               ------------------------------------------------------------                                                                                             |Q27908|MANA_PINFU      NENGNGDNGNNGYNGDNGNNGDNGNNSYNGDNGNNGVNGNNGYNGDNGNNGDNGNNGYNG 296   |P86856|MANL_MYTCA       ------------------------------------- YGRSKEHDDCACDGETCTVRYVR 170   I sotig36106               ------------------------------- -----------------------------   I sotig46928                ------------------------------------------------------------                                                                                            |Q27908|MANA_PINFU       DNGNNGDNGNNGENGNNGENGNNGENGHKHGCRVKKAKHLSRILECAYRNDKVREFKKVG 356   |P86856|MANL_MYTCA      KLSKLMEKYYEKVRRYPLVSINPHFLTFIKLPRKCWYNKCGRTPSPDFIEKKCEKEEPET 230   I sotig36106               ----------------- LVS -------------------------- DLIIPKLDK -----   12   I sotig46928                ------------------------------------------------------------                                                                                            |Q27908|MANA_PINFU      EEEGLDVHLTPEMALPPLKYRHYYT Y E GSLTTPPC TES V L W VVQKCHVQV S RRVLHALRN 416   |P86856|M ANL_MYTCA      RPFFVFEGITPLDVIP - YDTNRFYT Y A GSLT S PPC YET V Q W VVFKCPIKV S SKAFRMLQL 289   I sotig36106               ---------------------- YYR Y K GSLTTPPC FES V T W TMFEETIPI S ---------   41   I sotig46928               ---------------------- YLR Y A GSLTTPPC YQS V I W SVFVHRIYI S ---------   29                                                   :  * ****:*** ::* * :    : :*              |Q27908|MANA_PINFU      VEGYKDGTTLRKYGTRRPTQKNK - VTVYKSFK -   447   |P86856|MANL_MYTCA      VQ - DSHLDPLEKLGVRRPLQTNKNVIVYRNHLK 321   I sotig36106               --- ESQVYTFKKEGRK ------ -----------   54   I sotig46928               --- Q -----------------------------   30    
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Figure S5(f)



M.cal + P. Fucata + 2 isotigs with filter on





|Q27908|MANA_PINFU      MYLHLTALCVVIPLCYGASMFKHDHYMDNGVRYPNGDGICKQLNETKCDAGFSYDRSICE 60

|P86856|MANL_MYTCA      -----------------------------------------------------------R 1

Isotig36106             ------------------------------------------------------------

Isotig46928             ------------------------------------------------------------

                                                                                      

|Q27908|MANA_PINFU      GPHYWHTISKCFIACGIGQRQSPINIVSYDAKFRQRLPKLKFKPHMEKLKTEVTNHQNRA 120

|P86856|MANL_MYTCA      GPKNWCKVHPCWTTCGSQMRQSPININTNQTIY-KRYPRLKVENVHKRVIATIRNNGH-A 59

Isotig36106             ------------------------------------------------------------

Isotig46928             ------------------------------------------------------------

                                                                                      

|Q27908|MANA_PINFU      PEFEPEDGENLYVKLNNLVDG----HYKFHNLHVHNGRTRRKGSEHSVNGRFTPMEAHLV 176

|P86856|MANL_MYTCA      PYFEVHEKFDDEIVLRNVPERPRRKEYNFAQLHVQLGRDEKEGSEHSIDNKFKPMEAQMV 119

Isotig36106             ------------------------------------------------------------

Isotig46928             ------------------------------------------------------------

                                                                                     

|Q27908|MANA_PINFU      FHHDDQTHFEPTRTKLGGAFPGHNDFVVVGVFLEVGDDGFGDEPDDEECKHILKGHHPDN 236

|P86856|MANL_MYTCA      FYDKDYEDVLEAKSKK-------NGLVVISVMIEV------------------------- 147

Isotig36106             ------------------------------------------------------------

Isotig46928             ------------------------------------------------------------

                                                                                      

|Q27908|MANA_PINFU      NENGNGDNGNNGYNGDNGNNGDNGNNSYNGDNGNNGVNGNNGYNGDNGNNGDNGNNGYNG 296

|P86856|MANL_MYTCA      -------------------------------------YGRSKEHDDCACDGETCTVRYVR 170

Isotig36106             ------------------------------------------------------------

Isotig46928             ------------------------------------------------------------

                                                                                      

|Q27908|MANA_PINFU      DNGNNGDNGNNGENGNNGENGNNGENGHKHGCRVKKAKHLSRILECAYRNDKVREFKKVG 356

|P86856|MANL_MYTCA      KLSKLMEKYYEKVRRYPLVSINPHFLTFIKLPRKCWYNKCGRTPSPDFIEKKCEKEEPET 230

Isotig36106             -----------------LVS--------------------------DLIIPKLDK----- 12

Isotig46928             ------------------------------------------------------------

                                                                                      

|Q27908|MANA_PINFU      EEEGLDVHLTPEMALPPLKYRHYYTYEGSLTTPPCTESVLWVVQKCHVQVSRRVLHALRN 416

|P86856|MANL_MYTCA      RPFFVFEGITPLDVIP-YDTNRFYTYAGSLTSPPCYETVQWVVFKCPIKVSSKAFRMLQL 289

Isotig36106             ----------------------YYRYKGSLTTPPCFESVTWTMFEETIPIS--------- 41

Isotig46928             ----------------------YLRYAGSLTTPPCYQSVIWSVFVHRIYIS--------- 29

                                              :  * ****:*** ::* * :    : :*         



|Q27908|MANA_PINFU      VEGYKDGTTLRKYGTRRPTQKNK-VTVYKSFK- 447

|P86856|MANL_MYTCA      VQ-DSHLDPLEKLGVRRPLQTNKNVIVYRNHLK 321

Isotig36106             ---ESQVYTFKKEGRK----------------- 54

Isotig46928             ---Q----------------------------- 30




image1.emf
Figure  S5(a)     Nacrein from  P. fucata   showing GN repeats (bold/grey) and pseudo repeats (bold)       |Q27908|MANA_PINFU      MYLHLTALCVVIPLCYGASMFKHDHYMDNGVRYPNGDGICKQLNETKCDAGFSYDRSICE 60   I sotig48548                ------------------------------------------------------------                                                                                            |Q27908|MANA_PINFU      GPHYWHTISKCFIACGIGQRQSPINIVSYDAKFRQRLPKLKFKPHMEKLKTEVTNHQNRA 120   I sotig48548                 ------------------------------------------------------------                                                                                            |Q27908|MANA_PINFU      PEFEPEDGENLYVKLNNLVDGHYKFHNLHVHNGRTRRKGSEHSVNGRFTPMEAHLVFHHD 180   I sotig48548                ------------------------------------------------------------                                                                                            |Q27908|MANA_PINFU      DQTHFEPTRTKLGGAFPGHNDFVVVGVFLEVGDDGFGDEPDDEECKHILKGHHPDNNE NG   240   I sotig 48548                ---------------------------------------------------------- NG   2                                                                                       **     |Q27908|MANA_PINFU       NG D N GN N G Y NGDN GN N G D N GN N SYNGDNGN NG VNGNNGYNGD N GN NGD N GN NGY NG DNGN 300   I sotig48548                NG - N GN G G V NG - N GN G G G N GN G -------- NG AG -- DGYGNG N GN G -- N GN SGV NG ----   44                             ** ***.* ** ***.*.***.        **..  :**...***.  ***.* **         |Q27908|MANA_PINFU      NGD N GN N G E NG N NG EN G NNGENGHKHGCRVKKAKHLSRILECAYRNDKVREFKKVGEEEG 360   I sotig48548               --- N GN G G V NG - NG YG G -------------------------------------------   57                                ***. *   ** ** .*                                                |Q27908|MANA_PINFU      LDVHLTPEMA LPPLKYRHYYTYEGSLTTPPCTESVLWVVQKCHVQVSRRVLHALRNVEGY 420   I sotig48548                ------------------------------------------------------------                                                                                            |Q27908|MANA_PINFU       KDGTTLRKYGTRRPTQKNKVTVYKSFK 447   I sotig48548                ---------------------------             Figure S5(b)     N16.1 from  P.     fucata   showing GN repeats(bold/grey) and pseudo repeats (bold)       |Q9TVT2|MA161_PINFU      MKCTLRWTITALVLLGICHLARPAYHKKCGRYSYCWIPYDIERDRRD N GG   50   I sotig48548                 ----------------------------------------- NGNGNG NGG   9                                                                        : : ..***     |Q9TVT2|MA161_PINFU      KKYCFCRYAWSPWQC N EEERYEWLRC G MRFYSLCCYTDDD N GN G N G N G N G   100   I sotig48548                -------------- V N GNG ----- NG G ---------- GNG N GN G A G D G Y G   30                                              * :      . *          .:.**** *:* *     |Q9TVT2|MA161_PINFU       NG LNYLKSLY G GY GNGN G EFREEYIDERYDN 131   I sotig48548                NG NGNGNGNS G VN GN GN G GVNGN ---- GYGG 57                              ** .  :.  *  ***** .. :     *..  
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Figure S5(a)



Nacrein from P. fucata showing GN repeats (bold/grey) and pseudo repeats (bold)





|Q27908|MANA_PINFU      MYLHLTALCVVIPLCYGASMFKHDHYMDNGVRYPNGDGICKQLNETKCDAGFSYDRSICE 60

Isotig48548             ------------------------------------------------------------

                                                                                      

|Q27908|MANA_PINFU      GPHYWHTISKCFIACGIGQRQSPINIVSYDAKFRQRLPKLKFKPHMEKLKTEVTNHQNRA 120

Isotig48548             ------------------------------------------------------------

                                                                                      

|Q27908|MANA_PINFU      PEFEPEDGENLYVKLNNLVDGHYKFHNLHVHNGRTRRKGSEHSVNGRFTPMEAHLVFHHD 180

Isotig48548             ------------------------------------------------------------

                                                                                      

|Q27908|MANA_PINFU      DQTHFEPTRTKLGGAFPGHNDFVVVGVFLEVGDDGFGDEPDDEECKHILKGHHPDNNENG 240

Isotig48548             ----------------------------------------------------------NG 2

                                                                                  **



|Q27908|MANA_PINFU      NGDNGNNGYNGDNGNNGDNGNNSYNGDNGNNGVNGNNGYNGDNGNNGDNGNNGYNGDNGN 300

Isotig48548             NG-NGNGGVNG-NGNGGGNGNG--------NGAG--DGYGNGNGNG--NGNSGVNG---- 44

                        ** ***.* ** ***.*.***.        **..  :**...***.  ***.* **    



|Q27908|MANA_PINFU      NGDNGNNGENGNNGENGNNGENGHKHGCRVKKAKHLSRILECAYRNDKVREFKKVGEEEG 360

Isotig48548             ---NGNGGVNG-NGYGG------------------------------------------- 57

                           ***.* ** ** .*                                           



|Q27908|MANA_PINFU      LDVHLTPEMALPPLKYRHYYTYEGSLTTPPCTESVLWVVQKCHVQVSRRVLHALRNVEGY 420

Isotig48548             ------------------------------------------------------------

                                                                                      

|Q27908|MANA_PINFU      KDGTTLRKYGTRRPTQKNKVTVYKSFK 447

Isotig48548             ---------------------------











Figure S5(b)



N16.1 from P.  fucata showing GN repeats(bold/grey) and pseudo repeats (bold)





|Q9TVT2|MA161_PINFU      MKCTLRWTITALVLLGICHLARPAYHKKCGRYSYCWIPYDIERDRRDNGG 50

Isotig48548              -----------------------------------------NGNGNGNGG 9

                                                                  : : ..***



|Q9TVT2|MA161_PINFU      KKYCFCRYAWSPWQCNEEERYEWLRCGMRFYSLCCYTDDDNGNGNGNGNG 100

Isotig48548              --------------VNGNG-----NGG----------GNGNGNGAGDGYG 30

                                        * :      . *          .:.**** *:* *



|Q9TVT2|MA161_PINFU      NGLNYLKSLYGGYGNGNGEFREEYIDERYDN 131

Isotig48548              NGNGNGNGNSGVNGNGNGGVNGN----GYGG 57

                         ** .  :.  *  ***** .. :     *..








Figure S5(c)



N66 from P. maxima showing GN repeats (bold/grey) and pseudo repeats (bold)





|Q9NL38|MA66_PINMA      MWRMTTLLHLTALLVLIPLCHCASMHRHDHYMDMDQTYPNGLGYCEPSGESSCKAGFSYN 60

Isotig26479             ------------------------------------------------------------

                                                                                      



|Q9NL38|MA66_PINMA      RDICQGPYHWHTISSCYKACGHKRRQSPINIWSHKAVFLPYLPRLKFKPHMKSLDTDVTN 120

Isotig26479             ------------------------------------------------------------

                                                                                      



|Q9NL38|MA66_PINMA      HQNRAPEFEPEDGDKLHVKLKNLVDGHYKFHNLHIHNGKSRRKGSEHSVNRHFTPMEAHL 180

Isotig26479             ------------------------------------------------------------

                                                                                      



|Q9NL38|MA66_PINMA      VFHHDDKKEIKPPRVKLGGVYAGRNKFVVVGVFLEVGDEGYGDEPDDDECKRILKGHCEN 240

Isotig26479             ------------------------------------------------------------

                                                                                      



|Q9NL38|MA66_PINMA      NGDNGNNCDNGNNGNNDNNGNNGNNGNGNNGYNGNNGDNGNNGNGNGNNGYNGNNGYNGN 300

Isotig26479             ---------------------------------GSTGRPGNNQLSSEIPPLNG-----GN 22

                                                         *..*  ***  ..     **     **



|Q9NL38|MA66_PINMA      NGNNGNGNNDNNGNDNNGNNGGNGNNGNNGNGNNGNNGNGNNGNNGGNGNNGNNGNSNNG 360

Isotig26479             GGNGGNGGNGGHG-GNGGNGGSRGTGGLGGNGGDGGNGQGTWTGNGGGGGR-RNGGTWNG 80

                        .**.***.*..:* .*.**.*..*..* .***.:*.**:*.  .***.*.. .**.: **



|Q9NL38|MA66_PINMA      NNGNGNNGNNGGNGNNGNNGNGNNENNGNGSNGNNGGNGNNGNNGDNGNGDNGYNGDNGN 420

Isotig26479             --GNGGRGGNGGRSGNGGGGGG-------GGSGGRGGNGGHGGNGGNWN-------DMRD 124

                          ***..*.***...**..*.*       *..*..****.:*.**.* *       *  :





|Q9NL38|MA66_PINMA      SDGRLRRWDLANVRRMHAERYHFSGGCIVKKAKRLSRILECAYRHKKVREFKRNGEEKGL 480

Isotig26479             SGRFIRIWQL-------------------------------------------------- 134

                        *.  :* *:*                                                  



|Q9NL38|MA66_PINMA      DVDITPEMVLPPMKYRHYYTYEGSLTTPPCNETVLWVVEKCHVQVSRRVLDALRNVEGYE 540

Isotig26479             ------------------------------------------------------------

                                                                                      



|Q9NL38|MA66_PINMA      DGTTLSKYGTRRPTQRNKHPLRVYKNSI 568

Isotig26479             ----------------------------




image2.emf
Figure  S5(c)     N66 from  P.   maxima   showing GN repeats (bold/grey) and pseudo repeats (bold)       |Q9NL38|MA66_PINMA      MWRMTTLLHLTALLVLIPLCHCASMHRHDHYMDMDQTYPNGLGYCEPSGESSCKAGFSYN 60   I sotig26479                ------------------------------------------------------------                                                                                              |Q9NL38|MA66_PINMA      RDICQGPYHWHTISSCYKACGHKRRQSPINIWSHKAVFLPYLPRLKFKPHMKSLDTDVTN 120   I sotig26479                ------------------------------------------------------------                                                                                              |Q9NL38|MA66_PINMA      HQNRAPEFEPEDGDKLHVKLKNLVDGHYKFHNLHIHNGKSRRKGSEHSVNRHFTPMEAHL 180   I sotig2647 9                ------------------------------------------------------------                                                                                              |Q9NL38|MA66_PINMA      VFHHDDKKEIKPPRVKLGGVYAGRNKFVVVGVFLEVGDEGYGDEPDDDECKRILKGHCEN 240   I sot ig26479                ------------------------------------------------------------                                                                                              |Q9NL38|MA66_PINMA      NGDNGNNCDNGNNGNNDNNGNNGNNGNGNNGYN G NN G DN GN N GNGNGNNGY NG NNGYN GN   300   I sotig26479                --------------------------------- G ST G RP GN N QLSSEIPPL NG ----- GN   22                                                               *..*  ***  ..     **     **     |Q9NL38|MA66_PINMA      N GN N GN G N N DNN G ND N N GN N G GN G NN G NN GN GNN GN NG N G NNGN NG G N G NNGN NG NSN NG   360   I sotig26479                G GN G GN G G N GGH G - G N G GN G G SR G TG G LG GN G GD GGNG Q G TWTG NG G G G GR - R NG GTW NG   80                              .**.***.*..:* .*.**.*..*..* .***.:*.**:*.  .***.*.. .**.: **     |Q9NL38|MA66_PINMA      NN GN G NN G N NGG NGN NG NN G N G NNENNGN G SN G NN G G N G NN G N NG D N G N GDNGYNG D NGN 420   I sotig26479               -- GN G GR G G NGG RSG NG GG G G G ------- G GS G GR G G N G GH G G NG G N W N ------- D MRD 124                               ***..*.***...**..*.*       *..*..****.:*.**.* *       *  :       |Q9NL38|MA66_PINMA       S DGRL R R WDL ANVRRMHAERYHFSGGCIVKKAKRLSR ILECAYRHKKVREFKRNGEEKGL 480   I sotig26479               S GRFI R I W Q L --------------------------------------------------   134                             *.  :* *:*                                                       |Q9NL38|MA66_PINMA      DVDITPEMVLPPMKYRHYYTYEGSLTTPP CNETVLWVVEKCHVQVSRRVLDALRNVEGYE 540   I sotig26479                ------------------------------------------------------------                                                                                              |Q9NL38|MA66_PINMA       DGTTLSKYGTRRPTQRNKHPLRVYKNSI 568   I sotig26479               ----------------------------  
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Figure S5(c)



N66 from P. maxima showing GN repeats (bold/grey) and pseudo repeats (bold)





|Q9NL38|MA66_PINMA      MWRMTTLLHLTALLVLIPLCHCASMHRHDHYMDMDQTYPNGLGYCEPSGESSCKAGFSYN 60

Isotig26479             ------------------------------------------------------------

                                                                                      



|Q9NL38|MA66_PINMA      RDICQGPYHWHTISSCYKACGHKRRQSPINIWSHKAVFLPYLPRLKFKPHMKSLDTDVTN 120

Isotig26479             ------------------------------------------------------------

                                                                                      



|Q9NL38|MA66_PINMA      HQNRAPEFEPEDGDKLHVKLKNLVDGHYKFHNLHIHNGKSRRKGSEHSVNRHFTPMEAHL 180

Isotig26479             ------------------------------------------------------------

                                                                                      



|Q9NL38|MA66_PINMA      VFHHDDKKEIKPPRVKLGGVYAGRNKFVVVGVFLEVGDEGYGDEPDDDECKRILKGHCEN 240

Isotig26479             ------------------------------------------------------------

                                                                                      



|Q9NL38|MA66_PINMA      NGDNGNNCDNGNNGNNDNNGNNGNNGNGNNGYNGNNGDNGNNGNGNGNNGYNGNNGYNGN 300

Isotig26479             ---------------------------------GSTGRPGNNQLSSEIPPLNG-----GN 22

                                                         *..*  ***  ..     **     **



|Q9NL38|MA66_PINMA      NGNNGNGNNDNNGNDNNGNNGGNGNNGNNGNGNNGNNGNGNNGNNGGNGNNGNNGNSNNG 360

Isotig26479             GGNGGNGGNGGHG-GNGGNGGSRGTGGLGGNGGDGGNGQGTWTGNGGGGGR-RNGGTWNG 80

                        .**.***.*..:* .*.**.*..*..* .***.:*.**:*.  .***.*.. .**.: **



|Q9NL38|MA66_PINMA      NNGNGNNGNNGGNGNNGNNGNGNNENNGNGSNGNNGGNGNNGNNGDNGNGDNGYNGDNGN 420

Isotig26479             --GNGGRGGNGGRSGNGGGGGG-------GGSGGRGGNGGHGGNGGNWN-------DMRD 124

                          ***..*.***...**..*.*       *..*..****.:*.**.* *       *  :





|Q9NL38|MA66_PINMA      SDGRLRRWDLANVRRMHAERYHFSGGCIVKKAKRLSRILECAYRHKKVREFKRNGEEKGL 480

Isotig26479             SGRFIRIWQL-------------------------------------------------- 134

                        *.  :* *:*                                                  



|Q9NL38|MA66_PINMA      DVDITPEMVLPPMKYRHYYTYEGSLTTPPCNETVLWVVEKCHVQVSRRVLDALRNVEGYE 540

Isotig26479             ------------------------------------------------------------

                                                                                      



|Q9NL38|MA66_PINMA      DGTTLSKYGTRRPTQRNKHPLRVYKNSI 568

Isotig26479             ----------------------------


image3.emf
Figure  S 5(d)     Nacrein from  P.   fucata   Filter  on     |Q27908|MANA_PINFU      MYLHLTALCVVIPLCYGASMFKHDHYMDNGVRYPNGDGICKQLNETKCDAGFSYDRSICE 60   I sotig36106                ------------------------------------------------------------                                                                                            |Q27908|MANA_PINFU      GPHYWHTISKCFIACGIGQRQSPINIVSYDAKFRQRLPKLKFKPHMEKLKTEVTNHQNRA 120   I sotig36106               -------------------------------------------------------- ----                                                                                            |Q27908|MANA_PINFU      PEFEPEDGENLYVKLNNLVDGHYKFHNLHVHNGRTRRKGSEHSVNGRFTPMEAHLVFHHD 180   I sotig36106               --------------------------------------------------- ---------                                                                                            |Q27908|MANA_PINFU      DQTHFEPTRTKLGGAFPGHNDFVVVGVFLEVGDDGFGDEPDDEECKHILKGHHPDNNENG 240   I sotig36106               ---------------------------------------------- --------------                                                                                            |Q27908|MANA_PINFU      NGDNGNNGYNGDNGNNGDNGNNSYNGDNGNNGVNGNNGYNGDNGNNGDNGNNGYNGDNGN 300   I sotig36106               ----------------------------------------- -------------------                                                                                            |Q27908|MANA_PINFU      NGDNGNNGENGNNGENGNNGENGHKHGCRVKKAKHLSRILECAYRNDKVREFKKVGEEEG 360   I sotig36106               ------------------------------------ ------------------------                                                                                            |Q27908|MANA_PINFU      LDVH L TPEMAL P PL K YRH YY TYE GSLTTPPC T ESV L W VVQKCHVQV S RRVLHALRNVEGY 420   I sotig36106               ---- L VSDLII P -- K LDK YY RYK GSLTTPPC F ESV T W TMFEETIPI S ESQVYTFK -----   49                                  *..:: :*  *  :** *:******** *** *.: :  : :*.  :::::          |Q27908|MANA_PINFU       K D G TTL RK YGTRRPTQKNKVTVYKSFK 447   I sotig36106               K E G --- RK -------------------   54                         *:*   **        Figure S5(e)     N45   from  P. maxima   with f ilter  on     | C7BCT8| PINMA           MWRMTTLLHLTALLVLIPLCHCASMHRHDHYMDMDQTYPNGLGYCEPSGE 50   Isotig36106            --------------------------------------------------                                                                                      |C7BCT8| PINMA           SSCKAGFSYNRDICQGPYHWHTISSCYKACGHKRRQSPINIWSHKAVFLP 100   I soti g36106            --------------------------------------------------                                                                                       |C7BCT8| PINMA           YLPRLKFKPHMKSLDTDVTNHQNRAPEFEPEDGDKLHVKLKNLVDGHYKF 150   Isotig36106            --------------------------------------------------                                                                                       |C7BCT8| PINMA           HNLHIHNGKSRRKGSEHSVNRHFTPMEAHLVFHHDDKKEIKPPRVKLGGV 200   Isotig36106            --------------------------------------------------                                                                                      |C7B CT8| PINMA           YAGRNKFVVVGVFLEVGDEGYGDEPDDDECKRILKGHCENNGDNGNNCDN 250   Isotig36106            --------------------------------------------------                                                                                      |C7BCT8|PINMA           GNGDNGYNGDN GNSDGRLRRWDLANVRRMHAERYHFSGGCIVKKAKRLSR 300   Isotig36106            --------------------------------------------------                                                                                      |C7BCT8|PINMA           ILECAYRHKKVREFRRNGEEKGLDVDITPEMVL P PM K YRH YY T Y E GSLST   350   Isotig36106            -------------------------- LVSDLII P -- K LDK YY R Y K GSLTT   22                                                    :..::::*  *  :** *:***:*     |C7BCT8|PINMA           PPC NET V L W VVENA T CKYP E GCLMRCGTSKDMKMVPR 387   Isotig36106            PPC FES V T W TMFEE T IPIS E SQVYTFKKEGRK -----   54                          *** *:* *.: : *   .*. :    ..            
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Figure S5(d)



Nacrein from P. fucata Filter on



|Q27908|MANA_PINFU      MYLHLTALCVVIPLCYGASMFKHDHYMDNGVRYPNGDGICKQLNETKCDAGFSYDRSICE 60

Isotig36106             ------------------------------------------------------------

                                                                                      

|Q27908|MANA_PINFU      GPHYWHTISKCFIACGIGQRQSPINIVSYDAKFRQRLPKLKFKPHMEKLKTEVTNHQNRA 120

Isotig36106             ------------------------------------------------------------

                                                                                      

|Q27908|MANA_PINFU      PEFEPEDGENLYVKLNNLVDGHYKFHNLHVHNGRTRRKGSEHSVNGRFTPMEAHLVFHHD 180

Isotig36106             ------------------------------------------------------------

                                                                                      

|Q27908|MANA_PINFU      DQTHFEPTRTKLGGAFPGHNDFVVVGVFLEVGDDGFGDEPDDEECKHILKGHHPDNNENG 240

Isotig36106             ------------------------------------------------------------

                                                                                      

|Q27908|MANA_PINFU      NGDNGNNGYNGDNGNNGDNGNNSYNGDNGNNGVNGNNGYNGDNGNNGDNGNNGYNGDNGN 300

Isotig36106             ------------------------------------------------------------

                                                                                      

|Q27908|MANA_PINFU      NGDNGNNGENGNNGENGNNGENGHKHGCRVKKAKHLSRILECAYRNDKVREFKKVGEEEG 360

Isotig36106             ------------------------------------------------------------

                                                                                      

|Q27908|MANA_PINFU      LDVHLTPEMALPPLKYRHYYTYEGSLTTPPCTESVLWVVQKCHVQVSRRVLHALRNVEGY 420

Isotig36106             ----LVSDLIIP--KLDKYYRYKGSLTTPPCFESVTWTMFEETIPISESQVYTFK----- 49

                            *..:: :*  *  :** *:******** *** *.: :  : :*.  :::::     



|Q27908|MANA_PINFU      KDGTTLRKYGTRRPTQKNKVTVYKSFK 447

Isotig36106             KEG---RK------------------- 54

                     *:*   ** 





Figure S5(e)



N45 from P. maxima with filter on



|C7BCT8|PINMA        MWRMTTLLHLTALLVLIPLCHCASMHRHDHYMDMDQTYPNGLGYCEPSGE 50

Isotig36106          --------------------------------------------------

                                                                              



|C7BCT8|PINMA        SSCKAGFSYNRDICQGPYHWHTISSCYKACGHKRRQSPINIWSHKAVFLP 100

Isotig36106          --------------------------------------------------

                                                                              



|C7BCT8|PINMA        YLPRLKFKPHMKSLDTDVTNHQNRAPEFEPEDGDKLHVKLKNLVDGHYKF 150

Isotig36106          --------------------------------------------------

                                                                              



|C7BCT8|PINMA        HNLHIHNGKSRRKGSEHSVNRHFTPMEAHLVFHHDDKKEIKPPRVKLGGV 200

Isotig36106          --------------------------------------------------

                                                                              



|C7BCT8|PINMA        YAGRNKFVVVGVFLEVGDEGYGDEPDDDECKRILKGHCENNGDNGNNCDN 250

Isotig36106          --------------------------------------------------

                                                                              



|C7BCT8|PINMA        GNGDNGYNGDNGNSDGRLRRWDLANVRRMHAERYHFSGGCIVKKAKRLSR 300

Isotig36106          --------------------------------------------------

                                                                              



|C7BCT8|PINMA        ILECAYRHKKVREFRRNGEEKGLDVDITPEMVLPPMKYRHYYTYEGSLST 350

Isotig36106          --------------------------LVSDLIIP--KLDKYYRYKGSLTT 22

                                               :..::::*  *  :** *:***:*



|C7BCT8|PINMA        PPCNETVLWVVENATCKYPEGCLMRCGTSKDMKMVPR 387

Isotig36106          PPCFESVTWTMFEETIPISESQVYTFKKEGRK----- 54

                     *** *:* *.: : *   .*. :    ..        






Figure S5(f)



M.cal + P. Fucata + 2 isotigs with filter on





|Q27908|MANA_PINFU      MYLHLTALCVVIPLCYGASMFKHDHYMDNGVRYPNGDGICKQLNETKCDAGFSYDRSICE 60

|P86856|MANL_MYTCA      -----------------------------------------------------------R 1

Isotig36106             ------------------------------------------------------------

Isotig46928             ------------------------------------------------------------

                                                                                      

|Q27908|MANA_PINFU      GPHYWHTISKCFIACGIGQRQSPINIVSYDAKFRQRLPKLKFKPHMEKLKTEVTNHQNRA 120

|P86856|MANL_MYTCA      GPKNWCKVHPCWTTCGSQMRQSPININTNQTIY-KRYPRLKVENVHKRVIATIRNNGH-A 59

Isotig36106             ------------------------------------------------------------

Isotig46928             ------------------------------------------------------------

                                                                                      

|Q27908|MANA_PINFU      PEFEPEDGENLYVKLNNLVDG----HYKFHNLHVHNGRTRRKGSEHSVNGRFTPMEAHLV 176

|P86856|MANL_MYTCA      PYFEVHEKFDDEIVLRNVPERPRRKEYNFAQLHVQLGRDEKEGSEHSIDNKFKPMEAQMV 119

Isotig36106             ------------------------------------------------------------

Isotig46928             ------------------------------------------------------------

                                                                                     

|Q27908|MANA_PINFU      FHHDDQTHFEPTRTKLGGAFPGHNDFVVVGVFLEVGDDGFGDEPDDEECKHILKGHHPDN 236

|P86856|MANL_MYTCA      FYDKDYEDVLEAKSKK-------NGLVVISVMIEV------------------------- 147

Isotig36106             ------------------------------------------------------------

Isotig46928             ------------------------------------------------------------

                                                                                      

|Q27908|MANA_PINFU      NENGNGDNGNNGYNGDNGNNGDNGNNSYNGDNGNNGVNGNNGYNGDNGNNGDNGNNGYNG 296

|P86856|MANL_MYTCA      -------------------------------------YGRSKEHDDCACDGETCTVRYVR 170

Isotig36106             ------------------------------------------------------------

Isotig46928             ------------------------------------------------------------

                                                                                      

|Q27908|MANA_PINFU      DNGNNGDNGNNGENGNNGENGNNGENGHKHGCRVKKAKHLSRILECAYRNDKVREFKKVG 356

|P86856|MANL_MYTCA      KLSKLMEKYYEKVRRYPLVSINPHFLTFIKLPRKCWYNKCGRTPSPDFIEKKCEKEEPET 230

Isotig36106             -----------------LVS--------------------------DLIIPKLDK----- 12

Isotig46928             ------------------------------------------------------------

                                                                                      

|Q27908|MANA_PINFU      EEEGLDVHLTPEMALPPLKYRHYYTYEGSLTTPPCTESVLWVVQKCHVQVSRRVLHALRN 416

|P86856|MANL_MYTCA      RPFFVFEGITPLDVIP-YDTNRFYTYAGSLTSPPCYETVQWVVFKCPIKVSSKAFRMLQL 289

Isotig36106             ----------------------YYRYKGSLTTPPCFESVTWTMFEETIPIS--------- 41

Isotig46928             ----------------------YLRYAGSLTTPPCYQSVIWSVFVHRIYIS--------- 29

                                              :  * ****:*** ::* * :    : :*         



|Q27908|MANA_PINFU      VEGYKDGTTLRKYGTRRPTQKNK-VTVYKSFK- 447

|P86856|MANL_MYTCA      VQ-DSHLDPLEKLGVRRPLQTNKNVIVYRNHLK 321

Isotig36106             ---ESQVYTFKKEGRK----------------- 54

Isotig46928             ---Q----------------------------- 30









