Supplementary Table 1 The primers for PCR amplification
	Primer 
	Sequence 5’-3’
	Product size

	[bookmark: _Hlk194045977]Chr19: 48255459
	AGGGATCATAACCTCCACTG
	281

	
	TGAAGGGAGTCTCTGATGTC
	

	[bookmark: _Hlk194046492]Chr21: 25892144
	ACAGAGCTAAAGCGGATGAG
	274

	
	GCAGTTTTAACCTGGCAGAC
	

	[bookmark: _Hlk194045994]Chr21: 39218913
	CTTGGCTGTTTCAACTCCAC
	273

	
	GTGGAGGGTTGAGTTTAGAC
	

	[bookmark: _Hlk194046036]Chr11: 43373246
	TGTGATTTCCTGCCGTTTCC
	280

	
	ACTACTTGGCTTTGTGGTGG
	

	[bookmark: _Hlk194046595]Chr14: 25830475
	AGTGTGCATGTTACCGTAGC
	279

	
	AGCATACAGGAGAGGGAATC
	

	Chr3: 7087462
	TAGCTGCATGTCTGTGTCTG
	280

	
	TCTGATGTCTTGGACAGAGC
	




Supplementary Table 2 The primers for SNaPshot
	Primer 
	Sequence 5’-3’
	Direction

	Chr19: 48255459
	gCACTGGCTCCACACTCCACATC
	Forward

	Chr21: 25892144
	actgactgactgactgactCATGTCTTTTCAGCCAATCATAAA
	Reverse

	Chr21: 39218913
	tgactgactgactgactgactgactACCTTTGTTCAGTCACTTTAAATGAT
	Reverse

	Chr11: 43373246
	actgactTCAGGTCAATCTGCTCTTAGAC
	Reverse

	Chr14: 25830475
	ctgactgactgactgactTGTGTCAGTACGGCAATACGTCA
	Reverse

	Chr3: 7087462
	CATGTCTGTGTCTGCATTCCTTA
	Reverse














Supplementary Table 3 Independent samples Student’s t-tests and F-tests
	
	
	Levene's Test for Equality of Variances
	t-test for Equality of Means
	t-test for Equality of Means

	
	
	F
	Sig.
	t
	df
	Sig. (2-tailed)
	Mean Difference
	Std. Error Difference

	BW (kg)
	Equal variances
assumed
	1.31
	0.25
	-1.01
	201
	0.31
	-0.84
	0.83

	
	Equal variances not
assumed
	
	
	-0.90
	42.75
	0.38
	-0.84
	0.94

	WL (cm)
	Equal variances
assumed
	2.30
	0.13
	1.18
	201
	0.24
	2.27
	1.92

	
	Equal variances not
assumed
	
	
	1.01
	41.61
	0.32
	2.27
	2.25

	BL (cm)
	Equal variances
assumed
	1.90
	0.17
	1.59
	201
	0.11
	2.65
	1.66

	
	Equal variances not
assumed
	
	
	1.38
	41.92
	0.18
	2.65
	1.93

	HL (cm)
	Equal variances
assumed
	0.08
	0.77
	1.01
	201
	0.31
	0.99
	0.98

	
	Equal variances not
assumed
	
	
	0.94
	44.11
	0.35
	0.99
	1.06

	CPL (cm)
	Equal variances
assumed
	0.20
	0.66
	1.79
	201
	0.08
	0.66
	0.37

	
	Equal variances not
assumed
	
	
	1.69
	44.87
	0.10
	0.66
	0.39

	BH (cm)
	Equal variances
assumed
	2.46
	0.12
	1.15
	201
	0.25
	0.68
	0.60

	
	Equal variances not
assumed
	
	
	0.97
	41.46
	0.34
	0.68
	0.70

	CPH (cm)
	Equal variances
assumed
	0.11
	0.74
	0.78
	201
	0.44
	0.14
	0.18

	
	Equal variances not
assumed
	
	
	0.75
	45.32
	0.46
	0.14
	0.18



Supplementary Table 4 p-value for the Mann-Whitney U test
	SNPs
	Genotype
	BW (kg)
	WL (cm)
	BL (cm)
	HL (cm)
	CPL (cm)
	BH (cm)
	CPH (cm)

	[bookmark: _Hlk194312374]Chr19: 48255459
	AA
	0.03*
	0.01*
	0.02*
	0.06
	0.42
	0.04*
	0.09

	
	CC
	
	
	
	
	
	
	

	[bookmark: _Hlk194740831]Chr21: 25892144
	TT
	0.04*
	0.12
	0.20
	0.03*
	0.54
	0.06
	0.17

	
	GG
	
	
	
	
	
	
	

	[bookmark: _Hlk194740739]Chr21: 39218913
	TT
	0.04*
	0.13
	0.12
	0.09
	0.86
	0.05
	0.08

	
	AA
	
	
	
	
	
	
	

	[bookmark: _Hlk194740767]Chr11: 43373246
	AA
	0.06
	0.01*
	0.01*
	0.09
	0.24
	0.20
	0.09

	
	GG
	
	
	
	
	
	
	

	[bookmark: _Hlk194939555]Chr14: 25830475
	AA
	0.03*
	0.056
	0.51
	0.69
	0.22
	0.05
	0.02*

	
	GG
	
	
	
	
	
	
	

	[bookmark: _Hlk194740852]Chr3: 7087462
	TA
	0.05
	0.02*
	0.02*
	0.12
	0.34
	0.24
	0.07

	
	AA
	
	
	
	
	
	
	


Note: * indicates significant different (p < 0.05).
