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Sputcn32_0248_Synteny1      MSALYRNSISFFRVIGTIFILQTMGGILIARAAEPGTTEPLLTVYKDANC 50 
Shewana3_4286_Synteny1      MSALYRNSISFFRVIGTIFILQTMGGILIARAAEPGTTEPLLTVYKDANC 50 
Sfri_1968_Synteny1          MSALYRNSIRFFRVIGTIFILQIMGGMLPAHAAEPGTTAPLLTVYKDANC 50 
Sputcn32_0263_Synteny2      ----------------MVLMALALGLSLPAMASEK-----VIDMYKSENC 29 
Shewana3_4301_Synteny2      ----------------MVLMALALGLSLPAMASEK-----VIDMYKSENC 29 
                                             :::   :*  * * *:*      :: :**. **

Sputcn32_0248_Synteny1      GCCEKWLTHISERGFSVSAHNINN--LYEFKQSKGIPASMQSCHTAVSSQ 98 
Shewana3_4286_Synteny1      GCCEKWLTHISERGFSVSAHNINN--LYEFKQSKGIPASMQSCHTAVSSQ 98 
Sfri_1968_Synteny1          GCCEKWLTHIRERGFSVNAHNINN--LYEFKQSKGIPASMQSCHTAVSSQ 98 
Sputcn32_0263_Synteny2      GCCSLWGKAMEKDGFEVRTHVMNDQALSALKEKHAIPAGLRSCHTAVAGN 79 
Shewana3_4301_Synteny2      GCCSLWGKAMEKDGFEVRTHVMNDQALSALKEKHAIPAGLRSCHTAVAGN 79 
                            ***. * . : : **.* :* :*:  *  :*:.:.***.::******:.: 

Sputcn32_0248_Synteny1      GYVFEGHVPAKFISRFLATPPKDAIGLTVPAMPVGSPGMEYQDKFMPYQV 148 
Shewana3_4286_Synteny1      GYVFEGHVPAKFISRFLATPPKDAIGLTVPAMPVGSPGMEYQDKFMPYQV 148 
Sfri_1968_Synteny1          GYVFEGHIPAKFISRFLATPPKDAIGLTVPAMPVGSPGMEYQDKFMPYQV 148 
Sputcn32_0263_Synteny2      -LIIEGHVPATTIHKAMQSGS-GIYGLATPGMPAGSPGMEMGARKEAYDV 127 
Shewana3_4301_Synteny2      -LIIEGHVPATTIHKAMQSGS-GIYGLATPGMPAGSPVMEMGARKEAYDV 127 
                              ::***:**. * : : : . .  **:.*.**.*** **   :  .*:*

Sputcn32_0248_Synteny1      LLLKKDGSSEVYAQVNSLEESVQ 171 
Shewana3_4286_Synteny1      LLLKKDGSSEVYAQVNSLEESVQ 171 
Sfri_1968_Synteny1          LLLKNDGSSQVYAQVNSLEESVQ 171 
Sputcn32_0263_Synteny2      IAFSPDGSKKVFQRIE------- 143 
Shewana3_4301_Synteny2      IAFSPDGSKKVFQRIE------- 143 
                            : :. ***.:*: :::        

Supplementary Figure 3. Comparison of hypothetical proteins with DUF411 domain in 3 Shewanella strains using ClustalW [1]. 

INPUT: 

>Sputcn32_0248_Synteny1 [Shewanella putrefaciens CN-32] 
MSALYRNSISFFRVIGTIFILQTMGGILIARAAEPGTTEPLLTVYKDANCGCCEKWLTHISERGFSVSAH 
NINNLYEFKQSKGIPASMQSCHTAVSSQGYVFEGHVPAKFISRFLATPPKDAIGLTVPAMPVGSPGMEYQ 

DKFMPYQVLLLKKDGSSEVYAQVNSLEESVQ 

>Sputcn32_0263_Synteny2 [Shewanella putrefaciens CN-32] 
MVLMALALGLSLPAMASEKVIDMYKSENCGCCSLWGKAMEKDGFEVRTHVMNDQALSALKEKHAIPAGLR 
SCHTAVAGNLIIEGHVPATTIHKAMQSGSGIYGLATPGMPAGSPGMEMGARKEAYDVIAFSPDGSKKVFQ 

RIE 
>Shewana3_4286_Synteny1 [Shewanella sp. ANA-3] 

MSALYRNSISFFRVIGTIFILQTMGGILIARAAEPGTTEPLLTVYKDANCGCCEKWLTHISERGFSVSAH 
NINNLYEFKQSKGIPASMQSCHTAVSSQGYVFEGHVPAKFISRFLATPPKDAIGLTVPAMPVGSPGMEYQ 
DKFMPYQVLLLKKDGSSEVYAQVNSLEESVQ 

>Shewana3_4301_Synteny2 [Shewanella sp. ANA-3] 

MVLMALALGLSLPAMASEKVIDMYKSENCGCCSLWGKAMEKDGFEVRTHVMNDQALSALKEKHAIPAGLR 
SCHTAVAGNLIIEGHVPATTIHKAMQSGSGIYGLATPGMPAGSPVMEMGARKEAYDVIAFSPDGSKKVFQ 

RIE 
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>Sfri_1968_Synteny1 [Shewanella frigidimarina NCIMB 400] 
MSALYRNSIRFFRVIGTIFILQIMGGMLPAHAAEPGTTAPLLTVYKDANCGCCEKWLTHIRERGFSVNAH 

NINNLYEFKQSKGIPASMQSCHTAVSSQGYVFEGHIPAKFISRFLATPPKDAIGLTVPAMPVGSPGMEYQ 
DKFMPYQVLLLKNDGSSQVYAQVNSLEESVQ 

Scores Table 

SeqA Name                     Len(aa)  SeqB Name                     Len(aa)  Score 
=================================================================================== 
1    Sputcn32_0248_Synteny1   171      2    Sputcn32_0263_Synteny2   143      34    
1    Sputcn32_0248_Synteny1   171      3    Shewana3_4286_Synteny1   171      100   
1    Sputcn32_0248_Synteny1   171      4    Shewana3_4301_Synteny2   143      33    
1    Sputcn32_0248_Synteny1   171      5    Sfri_1968_Synteny1       171      93    
2    Sputcn32_0263_Synteny2   143      3    Shewana3_4286_Synteny1   171      34    
2    Sputcn32_0263_Synteny2   143      4    Shewana3_4301_Synteny2   143      99    
2    Sputcn32_0263_Synteny2   143      5    Sfri_1968_Synteny1       171      37    
3    Shewana3_4286_Synteny1   171      4    Shewana3_4301_Synteny2   143      33    
3    Shewana3_4286_Synteny1   171      5    Sfri_1968_Synteny1       171      93    
4    Shewana3_4301_Synteny2   143      5    Sfri_1968_Synteny1       171      36    
=================================================================================== 
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