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Supplemental Figure 1. Phylogenetic tree of 16S rRNA gene sequences related to sulfate-reducing
bacteria (SRB) belonging to Deltaproteobacteria at Ports 1 and/or 4 (day 506, January 2015). The
sequence names (de novo + number) in red, blue, and green represent the 16S rRNA gene sequences
detected from Port 1, Port 4, and both Ports 1 and 4, respectively. GenBank accession numbers for the

reference sequences are shown.



