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Supplementary figure 1. Subgroup overall survival analysis of PFKFB3 expression in CRC. Patients are stratified by (A) age, (B) gender, (C) T stage, (D) N stage, (E) cancer stage, and (F) malignancy history. P < 0.05 is statistically significant.
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Supplementary figure 2. Functional enrichment analysis of PFKFB3 in CRC. (A) The top 6 positively and negatively correlated genes among 19,492 genes. (B) Gene set enrichment analysis (GSEA) based on Pearson’s correlation of the 19,492 PFKFB3-related genes. The top 20 correlated pathways are displayed, with colors from blue to red indicating the significance of enrichment. Dot size represents the enrichment score. The horizontal axis shows the ratio of correlated genes to all genes in each pathway. P < 0.05 is statistically significant.
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Supplementary figure 3. The role of cancer-related pathways in CRC depth of invasion. (A) Pathway activity scores differ between T1-2 and T3-4 stages. (B) The top 6 positively and negatively correlated PFKFB3 genes in the epithelial-mesenchymal transition (EMT) pathway. P < 0.05 is statistically significant.
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