Table. 2. The sequences of primer, siRNA
Prime

hsa-circ-0050900 F:5’-AAGGACGACCCTGTCACCAA-3’

R:5’-CCGTGAAGGTCCTCTGCAT-3’

has-miR-424-5p R:5’-CCGTGAAGGTCCTCTGCAT-3’

NCAPG F 5’ -ACAGGATTTTAATCGGGCATCA-3’

R5-TTTCTGCAATGTTTCAGCATCA-3’

GAPDH F: 5’-GTGAAGCAGGCGTCGGA-3’

R: 5’-AGCCCCAGCGTCAAAGG-3’

U6 F: 5’-CTCGCTTCGGCAGCACA-3’

R: 5’-AACGCTTCACGAATTTGCGT-3’

si-hsa-circ-0050900 Sense 5’-CAGAGGACCUUCACGGCAUTT-
3 b

Anti-sense:5’-
AUGCCGUGAAGGUCCUCUGTT -3’

miR-424-5p mimics Sense:5’-
CAGCAGCAAUUCAUGUUUUGAA
-3’

Anti-sense:5’-
CAAAACAUGAAUUGCUGCUGUU -3°

miR-NC Sense: 5’- UUCUUCGAACGUGUCACGUTT
-3’

Anti-sense: 5’-
ACGUGACACGUUCGGAGAATT -3’

si - NCAPG-1 Sense: 5- GGACAGCTCCTTGGAAGTG -3/,

Anti-sense : 5'-
TACGATAGTTCGATCGTTT-3'

si - NCAPG-2 Sense: 5- GGUCAACAAUUGAUUCUAATT
-3,

Anti-sense : 5'-




UUAGAAUCAAUUGUUGACCTT -3’

si-NC

Sense: 5'-UUCUCCGAACGUGUCACGUTT

-3,

Anti-sense :
ACGUGACACGUUCGGAGAATT -3’

5'-




