	Patients’ ID
	Sex
	Age
	TNM 
	Stage 
	Number of specimens

	953460
	Female
	61
	T1aN1M0
	IIB
	ESCC:1  adjacent:1

	957713
	Male
	76
	T1aN0M0
	IA
	ESCC:1  adjacent:1

	1039366
	Male
	65
	T3N0M0
	IIB
	ESCC:1  adjacent:1

	1041358
	Male
	66
	T3N0M0
	IIB
	ESCC:1  adjacent:1

	1019256
	Male
	67
	T2N1M0
	IIIB
	ESCC:1  adjacent:1

	1026961
	Male
	65
	T1aN0M0
	IA
	ESCC:1  adjacent:1


Supplementary Table 1

Supplementary Table 1 shows the basic clinical data of ESCC patients from which the specimens were collected.

Supplementary Table 2

	Dataset ID
	Data Type
	Source
	Focus
	Numbers 

	GSE53625
	RNA Microarray
	GEO
	ESCC and adjacent normal tissue
	179 paired

	GSE20347
	RNA Microarray
	GEO
	ESCC and adjacent normal tissue
	17 paired

	GSE67269
	RNA Microarray
	GEO
	ESCC and adjacent normal tissue
	73 paired

	GSE160269
	Single-cell RNA-seq
	GEO
	ESCC tissues
	ESCC: 60 
Normal: 4

	GSE188900
	Single-cell RNA-seq
	GEO
	ESCC tissues
	ESCC: 6 
Normal: 1

	GSE83299
	RNA-seq
	GEO
	HDLEC cell line
	Control: 3
siTie2: 3

	GSE77597
	RNA-seq
	GEO
	HUVEC cell line
	N=2

	TCGA-ESCC
	RNA-seq
	TCGA
	ESCC tissues
	ESCC: 82


Supplementary Table 2 demonstrates a detailed summary of the public database data used in this study.

