Table S3 The 31 intersecting genes were based on MR analysis and differential analysis.
	Gene
	logFC
	AveExpr
	t
	P.Value
	adj.P.Val
	B

	TEK
	-2.73
	1.90
	-27.41
	0.00
	0.00
	233.71

	RCC1
	1.58
	3.99
	18.31
	0.00
	0.00
	124.69

	SPTBN1
	-1.63
	4.57
	-17.17
	0.00
	0.00
	111.53

	NOTCH4
	-1.36
	1.82
	-16.64
	0.00
	0.00
	105.59

	WFS1
	-1.62
	3.71
	-16.35
	0.00
	0.00
	102.36

	LIMCH1
	-1.62
	3.92
	-12.87
	0.00
	0.00
	65.16

	HOXA5
	-1.27
	2.07
	-12.59
	0.00
	0.00
	62.32

	CD33
	-0.83
	1.06
	-12.27
	0.00
	0.00
	59.18

	KAT2B
	-0.96
	2.52
	-11.21
	0.00
	0.00
	49.17

	CCHCR1
	0.95
	2.68
	10.98
	0.00
	0.00
	47.04

	CCDC50
	-0.86
	2.86
	-10.94
	0.00
	0.00
	46.68

	PTGFRN
	1.07
	3.82
	10.66
	0.00
	0.00
	44.17

	ASB16-AS1
	0.61
	1.72
	10.17
	0.00
	0.00
	39.88

	SPART
	-0.68
	3.06
	-10.11
	0.00
	0.00
	39.35

	RUNX2
	0.90
	1.64
	9.87
	0.00
	0.00
	37.29

	TCF4
	-0.81
	1.63
	-9.21
	0.00
	0.00
	31.85

	PRMT5
	0.65
	2.89
	8.49
	0.00
	0.00
	26.25

	LINC00665
	0.93
	1.33
	8.07
	0.00
	0.00
	23.14

	GTF3A
	0.62
	4.99
	7.75
	0.00
	0.00
	20.81

	CTPS1
	0.59
	2.07
	7.68
	0.00
	0.00
	20.31

	LOXL2
	1.15
	2.80
	7.65
	0.00
	0.00
	20.12

	NFKBIA
	-0.84
	6.63
	-7.52
	0.00
	0.00
	19.21

	DOCK2
	-0.73
	1.94
	-7.19
	0.00
	0.00
	17.02

	BANK1
	-0.62
	1.67
	-6.74
	0.00
	0.00
	14.13

	CEBPA
	-0.89
	2.21
	-6.63
	0.00
	0.00
	13.42

	GSN
	-0.71
	5.36
	-6.44
	0.00
	0.00
	12.30

	ARHGAP33
	0.62
	1.33
	6.32
	0.00
	0.00
	11.57

	NIBAN2
	-0.59
	6.38
	-6.25
	0.00
	0.00
	11.13

	RFTN1
	-0.72
	3.75
	-6.12
	0.00
	0.00
	10.38

	IER3
	0.92
	4.35
	5.81
	0.00
	0.00
	8.64

	TRPC6
	-0.78
	1.99
	-5.45
	0.00
	0.00
	6.75


Abbreviations: AveExpr: Average expression; B: Bayes moderated t-statistic; log FC: Log Fold Change; MR: Mendelian randomization.
