Table S6 The top 20 most significant pathways in KEGG pathway enrichment analysis.
	Description
	GeneRatio
	BgRatio
	pvalue
	p.adjust
	qvalue
	Count

	PI3K-Akt signaling pathway
	107/1390
	362/8541
	7.43E-11
	2.53E-08
	1.87E-08
	107

	Cell cycle
	56/1390
	158/8541
	2.62E-09
	4.47E-07
	3.29E-07
	56

	Malaria
	26/1390
	50/8541
	5.70E-09
	6.47E-07
	4.78E-07
	26

	ECM-receptor interaction
	37/1390
	89/8541
	1.06E-08
	9.02E-07
	6.66E-07
	37

	Cytokine-cytokine receptor interaction
	86/1390
	298/8541
	2.04E-08
	1.39E-06
	1.02E-06
	86

	Cytoskeleton in muscle cells
	71/1390
	232/8541
	2.73E-08
	1.55E-06
	1.15E-06
	71

	Focal adhesion
	64/1390
	203/8541
	3.85E-08
	1.88E-06
	1.38E-06
	64

	Chemokine signaling pathway
	61/1390
	193/8541
	7.26E-08
	3.10E-06
	2.28E-06
	61

	Small cell lung cancer
	36/1390
	93/8541
	1.49E-07
	5.53E-06
	4.08E-06
	36

	AGE-RAGE signaling pathway in diabetic complications
	38/1390
	101/8541
	1.62E-07
	5.53E-06
	4.08E-06
	38

	Human T-cell leukemia virus 1 infection
	66/1390
	224/8541
	4.05E-07
	1.26E-05
	9.27E-06
	66

	Complement and coagulation cascades
	33/1390
	88/8541
	1.14E-06
	3.11E-05
	2.30E-05
	33

	Hematopoietic cell lineage
	36/1390
	100/8541
	1.19E-06
	3.11E-05
	2.30E-05
	36

	Cell adhesion molecules
	49/1390
	158/8541
	2.57E-06
	6.19E-05
	4.57E-05
	49

	IL-17 signaling pathway
	34/1390
	95/8541
	2.72E-06
	6.19E-05
	4.57E-05
	34

	Rap1 signaling pathway
	60/1390
	212/8541
	5.71E-06
	0.00
	8.99E-05
	60

	Transcriptional misregulation in cancer
	56/1390
	198/8541
	1.19E-05
	0.00
	0.00
	56

	HIF-1 signaling pathway
	36/1390
	110/8541
	1.46E-05
	0.00
	0.00
	36

	TNF signaling pathway
	38/1390
	119/8541
	1.61E-05
	0.00
	0.00
	38

	Proteoglycans in cancer
	56/1390
	204/8541
	3.06E-05
	0.00
	0.00
	56


Abbreviations: KEGG: Kyoto Encyclopedia of Genes and Genomes; zScore: standard score.
