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Supplementary Table S1. Comparison between the cohort of BP- and CP-MF patients

	
	Blast phase, n=24
	Chronic phase, n=50
	P

	Age at transplant (years), median (range)
	59 (50-66)
	58.5 (36-67)
	0.8987

	Sex, n (%)
	
	
	0.0635

	    Male
	12 (50)
	36 (72)
	

	    Female
	12 (50)
	14 (28)
	

	Myelofibrosis, n (%)
	
	
	0.246

	    Primary
	5 (20.8)
	17 (34)
	

	    Secondary to PV/ET
	19 (79.2)
	33 (66)
	

	      ET
	10 (41.7)
	21 (42)
	0.6948

	      PV
	9 (37.5)
	12 (24)
	

	Driver mutations
	
	
	0.9557

	      CALR
	8 (33.3)
	14 (28)
	0.6384

	      JAK2
	12 (50)
	26 (52)
	0.872

	      MPL
	2 (8.3)
	6 (12)
	1

	      Triple negative
	2 (8.3)
	4 (8)
	

	BM fibrosis grade
	
	
	0.7632

	      1
	3 (12.5)
	4 (8.2)
	

	      2
	9 (37.5)
	21 (42.9)
	

	      3
	12 (50)
	24 (49)
	

	Ruxolinitib or Fedratinib before transplant
	7 (29.2)
	26 (52)
	0.0643

	ECOG PS
	
	
	0.3113

	      0
	5 (20.8)
	18 (36)
	

	      1
	16 (66.7)
	29 (58)
	

	      2
	3 (12.5)
	3 (6)
	

	Karnofsky ≤70
	3 (12.5)
	3 (6)
	0.3824

	HCT-CI
	
	
	0.938

	      0
	5 (20.8)
	12 (24)
	

	      1-2
	11 (45.8)
	21 (42)
	

	      >2
	8 (33.3)
	17 (34)
	

	Previous splanchnic vein thrombosis, n (%)
	5 (20.8)
	12 (24)
	0.7618

	Splenectomy pre-transplant, n (%)
	6 (25)
	10 (20)
	0.6248

	Splenomegaly at transplant, n (%)
	19 (82.6)
	45 (91.8)
	0.2572

	Spleen size >20 cm at transplant, n (%)
	8 (42.1)
	12 (30.8)
	0.394

	Transfusion dependence before transplant
	11 (45.8)
	24 (48)
	0.8613

	Hemoglobin at transplant <10 g/dL, n (%)
	13 (54.2)
	34 (68)
	0.2472

	Hemoglobin at transplant <8 g/dL, n (%)
	6 (25)
	9 (18)
	0.543

	Platelet count at transplant <100.000/mmc, n (%)
	13 (54.2)
	32 (64)
	0.5356

	HMR mutations (MIPSS70+ v2.0), n (%)
	n=22
	n=49
	

	    1
	10 (45.5)
	28 (57.1)
	0.3612

	    ≥2
	6 (27.3)
	10 (20.4)
	0.5495

	Non-driver mutations, n (%)
	n=22
	n=49
	

	    ASXL1
	8 (36.4)
	25 (51)
	0.2522

	     TET2
	7 (31.8)
	8 (16.3)
	0.2075

	    SETBP1
	7 (31.8)
	0 (0)
	0.0001

	    EZH2
	5 (22.7)
	8 (16.3)
	0.5236

	    RUNX1
	5 (22.7)
	1 (2)
	0.0095

	    TP53
	4 (18.2)
	3 (6.1)
	0.1921

	    PTPN11
	3 (13.6)
	1 (2)
	0.0852

	    ETV6
	3 (13.6)
	1 (2)
	0.0852

	    DNMT3A
	2 (9.1)
	11 (22.4)
	0.3192

	    ZRSR2
	2 (9.1)
	3 (6.1)
	0.642

	    CSF3R
	2 (9.1)
	1 (2)
	0.225

	    SF3B1
	1 (4.5)
	5 (10.2)
	0.6583

	    KRAS
	1 (4.5)
	4 (8.2)
	1

	    CBL
	1 (4.5)
	3 (6.1)
	1

	    U2AF1
	1 (4.5)
	3 (6.1)
	1

	    SRSF2
	1 (4.5)
	2 (4.1)
	1

	    NRAS
	1 (4.5)
	2 (4.1)
	1

	    IDH2
	1 (4.5)
	0 (0)
	0.3099

	Donor, n (%)
	
	
	0.3882

	    HLA-identical sibling
	4 (16.7)
	10 (20)
	

	    Haploidentical
	3 (12.5)
	6 (12)
	

	    Matched unrelated
	9 (37.5)
	26 (52)
	

	    Mismatched unrelated
	8 (33.3)
	8 (16)
	

	Stem cell source
	
	
	0.3211

	    BM
	3 (12.5)
	2 (4)
	

	    PB
	21 (87.5)
	48 (96)
	

	Conditioning regimen intensity, n (%)
	
	
	0.0004

	    Reduced intensity
	15 (62.5)
	48 (96)
	

	    Myeloablative
	9 (37.5)
	2 (4)
	

	Type of conditioning regimen, n (%)
	
	
	0.5753

	    Busulfan-fludarabine
	8 (33.3)
	12 (24)
	

	    Thiotepa-busulfan-fludarabine
	12 (50)
	33 (66)
	

	    Fludarabine-melphalan
	3 (12.5)
	5 (10)
	

	    FLAMSA-RIC 
	1 (4.2)
	0 (0)
	

	ATG
	20 (83.3)
	37 (74)
	0.3716
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