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Fig. S1 Alignment of amino acid sequences of RbcL in plants used in this study, which are available from 

public databases. Accession numbers of RbcL proteins (GenBank for Symphytum officinale and 

Tradescantia virginiana, and NCBI Reference Sequence for the other plant species) are for NP_039391.1 

for Oryza sativa, P_05698.2 for Hordeum vulgare, NP_054944.1 for Spinacia oleracea, YP_010719200.1 

for Adonis ramosae, YP_009271390.1 for Taraxacum officinale, YP_009897810.1 for Lunaria annua, 

XMH33909.1 for Symphytum officinale, QUB02768.1 for Tradescantia virginiana, and YP_010437102.1 

for Vinca major. The alignment was performed by the ClustalW algorithm (Thompson et al. (1994) Nucl 

Acids Res 22:4673– 4680) using BioEdit (version 7.2.5; Hall (1999) Nucl Acids Symp Ser 41:95–98) with 

the default parameters. Full-length amino acid sequences for the other plant species are unavailable.  

 


