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[bookmark: _GoBack]Online Resource 2: Deletion of pfl and pfl-AE; overview and confirmation.  A) The pfl and pfl-AE locus was deleted according to the protocol outlined by Argyrose et al. (2011).  Primer binding sites used to amplify pfl fragments (P1 and P2) and the locus encompassing pfl and pfl-AE (P3), and corresponding expected product sizes in the parent and mutant strain are indicated.  B) PCR confirmation of pfl and pfl-AE deletion.  Primer sets P1 and P2 amplified 705 bp and 707 bp fragments of the pfl gene, respectively, in the Δhpt strain, but not in Δpfl.  Primer set P3 amplified the chromosomal region that includes pfl, and results in a 5116 bp fragment in the parent strain and a 2105 bp fragment in Δpfl, confirming deletion of pfl.  Absence of P1 and P2 amplicons and a reduction in size of the P3 amplicon confirm deletion of pfl and pfl-AE in the mutant strain
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