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Table S1 Models assessing relationships of residual hood size (hood size – wing length residuals) with blood haemoglobin concentration (A) and heterophil/lymphocyte (H/L) ratio (B) in the black-headed gull. Significant predictors are marked in bold

	Predictors
	Estimate
(mean ± SE)
	W
	P

	A. Full model (blood haemoglobin concentration)

	        Residual hood size
	0.46 ± 0.14
	13.3
	<0.001

	        Sex
	-2.13 ± 1.87 
	1.42
	0.23

	        Sex * residual hood size
	-0.14 ± 0.20
	0.47
	0.49

	        Wing length
	0.16 ± 0.09
	2.93
	0.086

	        Date
	-0.14 ± 0.05
	8.42
	0.004

	        Hour
	-0.69 ± 0.28
	5.85
	0.016

	        Sampling time
	0.07 ± 0.02
	17.4
	<0.001

	     Reduced model (blood haemoglobin concentration)

	        Residual hood size
	0.39 ± 0.11
	13.0
	<0.001

	        Date
	-0.15 ± 0.05
	8.80
	0.003

	        Hour
	-0.64 ± 0.28
	5.16
	0.023

	        Sampling time
	0.08 ± 0.02
	19.6
	<0.001

	B. Full model (H/L ratio)

	        Residual hood size
	-0.0061 ± 0.0019
	11.0
	<0.001

	        Sex
	0.0029 ± 0.0242
	0.00
	0.98

	        Sex * residual hood size
	0.0029 ± 0.0026
	1.24
	0.27

	        Wing length
	-0.0011 ± 0.0012
	0.87
	0.35

	        Date
	-0.0012 ± 0.0006
	4.08
	0.043

	        Hour
	-0.0051 ± 0.0035
	2.14
	0.14

	        Sampling time
	0.0011 ± 0.0002
	18.4
	<0.001

	     Reduced model (H/L ratio)
	
	

	        Residual hood size
	-0.0046 ± 0.0014
	10.4
	<0.001

	        Date
	-0.0014 ± 0.0006
	5.05
	0.025

	        Sampling time
	0.0012 ± 0.0003
	22.12
	<0.001



Table S2 Models assessing relationships of hood size with body mass (A) and blood glucose concentration (B) in the black-headed gull. Significant predictors are marked in bold

	Predictors
	Estimate
(mean ± SE)
	W
	P

	A. Full model (body mass)
	
	

	        Hood size
	-0.07 ± 0.15
	1.00
	0.32

	        Sex
	34.0 ± 16.3 
	145.6
	<0.001

	        Sex * hood size
	-0.12 ± 0.22
	0.31
	0.58

	        Wing length
	0.53 ± 0.10
	26.0
	<0.001

	        Date
	-0.55 ± 0.05
	100.2
	<0.001

	        Hour
	-0.88 ± 0.31
	7.80
	0.005

	        Sampling time
	-0.06 ± 0.02
	9.59
	0.002

	     Reduced model (body mass)
	
	

	        Sex
	24.9 ± 2.07 
	145.1
	<0.001

	        Wing length
	0.52 ± 0.10
	26.1
	<0.001

	        Date
	-0.55 ± 0.05
	120.4
	<0.001

	        Hour
	-0.86 ± 0.31
	7.48
	0.006

	        Sampling time
	-0.07 ± 0.02
	13.3
	<0.001

	B. Full model (blood glucose concentration)

	        Hood size
	-0.66 ± 0.44
	1.71
	0.19

	        Sex
	-33.7 ± 47.1
	0.40
	0.53

	        Sex * hood size
	0.52 ± 0.65
	0.64
	0.42

	        Wing length
	-0.11 ± 0.30
	0.14
	0.71

	        Date
	-0.27 ± 0.16
	2.80
	0.094

	        Hour
	-1.13 ± 0.91
	1.55
	0.21

	        Sampling time
	-0.05 ± 0.06
	0.82
	0.37




Table S3 Models assessing relationships of residual hood size (hood size – wing length residuals) with body mass (A) and blood glucose concentration (B) in the black-headed gull. Significant predictors are marked in bold

	Predictors
	Estimate
(mean ± SE)
	W
	P

	A. Full model (body mass)
	
	

	        Residual hood size
	-0.10 ± 0.16
	1.01
	0.32

	        Sex
	25.0 ± 2.1 
	145.5
	<0.001

	        Sex * residual hood size
	-0.06 ± 0.23
	0.06
	0.80

	        Wing length
	0.51 ± 0.10
	25.1
	<0.001

	        Date
	-0.54 ± 0.05
	100.0
	<0.001

	        Hour
	-0.87 ± 0.31
	7.76
	0.005

	        Sampling time
	-0.06 ± 0.02
	9.63
	0.002

	     Reduced model (body mass)
	
	

	        Sex
	24.9 ± 2.07 
	145.1
	<0.001

	        Wing length
	0.52 ± 0.10
	26.1
	<0.001

	        Date
	-0.55 ± 0.05
	120.4
	<0.001

	        Hour
	-0.86 ± 0.31
	7.48
	0.006

	        Sampling time
	-0.07 ± 0.02
	13.3
	<0.001

	B. Full model (blood glucose concentration)

	        Residual hood size
	[bookmark: _GoBack]-0.72 ± 0.44
	1.71
	0.19

	        Sex
	3.55 ± 6.02
	0.40
	0.53

	        Sex * residual hood size
	0.62 ± 0.62
	0.92
	0.34

	        Wing length
	-0.19 ± 0.30
	0.39
	0.53

	        Date
	-0.27 ± 0.16
	2.78
	0.095

	        Hour
	-1.11 ± 0.91
	1.50
	0.22

	        Sampling time
	-0.05 ± 0.06
	0.80
	0.37





Table S4 Models assessing relationships of hood size with blood haemoglobin concentration (A) and heterophil/lymphocyte (H/L) ratio (B) in the black-headed gull after controlling for inter-colony variation (the effect of colony). Significant predictors are marked in bold

	Predictors
	Estimate
(mean ± SE)
	W
	P

	A. Full model (blood haemoglobin concentration)

	        Hood size
	0.050 ± 0.15
	0.10
	0.75

	        Sex
	2.30 ± 13.6 
	0.21
	0.64

	        Sex * hood size
	-0.020 ± 0.186
	0.01
	0.91

	        Wing length
	0.025 ± 0.087
	0.08
	0.77

	        Date
	-0.018 ± 0.088
	0.04
	0.83

	        Hour
	-0.34 ± 0.29
	1.36
	0.24

	        Sampling time
	0.013 ± 0.024
	0.31
	0.58

	        Colony
	NA
	114.3
	<0.001

	     Reduced model (blood haemoglobin concentration)

	        Colony
	NA
	214.5
	<0.001

	B. Full model (H/L ratio)

	        Hood size
	-0.0059 ± 0.0022
	4.49
	0.034

	        Sex
	-0.31 ± 0.19
	0.27
	0.87

	        Sex * hood size
	0.0045 ± 0.0026
	2.98
	0.085

	        Wing length
	-0.0005 ± 0.0013
	0.17
	0.68

	        Date
	-0.0042 ± 0.0026
	2.65
	0.10

	        Hour
	0.0007 ± 0.0040
	0.03
	0.87

	        Sampling time
	0.0016 ± 0.0004
	13.8
	<0.001

	        Colony
	NA
	25.7
	0.041

	     Reduced model (H/L ratio)
	
	

	        Hood size
	-0.0041 ± 0.0016
	6.26
	0.012

	        Sampling time
	-0.0017 ± 0.0004
	17.5
	<0.001

	        Colony
	NA
	29.3
	0.014




Table S5 Models assessing relationships of residual hood size (hood size – wing length residuals) with blood haemoglobin concentration (A) and heterophil/lymphocyte (H/L) ratio (B) in the black-headed gull after controlling for inter-colony variation (the effect of colony). Significant predictors are marked in bold

	Predictors
	Estimate
(mean ± SE)
	W
	P

	A. Full model (blood haemoglobin concentration)

	        Residual hood size
	0.034 ± 0.15
	0.10
	0.75

	        Sex
	0.82 ± 1.80 
	0.21
	0.64

	        Sex * residual hood size
	0.014 ± 0.189
	0.01
	0.94

	        Wing length
	0.034 ± 0.087
	0.16
	0.69

	        Date
	-0.018 ± 0.088
	0.04
	0.84

	        Hour
	-0.33 ± 0.29
	1.35
	0.25

	        Sampling time
	0.013 ± 0.023
	0.30
	0.58

	        Colony
	NA
	114.7
	<0.001

	     Reduced model (blood haemoglobin concentration)

	        Colony
	NA
	214.5
	<0.001

	B. Full model (H/L ratio)

	        Residual hood size
	-0.0058 ± 0.0022
	4.48
	0.034

	        Sex
	0.0078 ± 0.0256
	0.27
	0.87

	        Sex * residual hood size
	0.0043 ± 0.0026
	2.62
	0.11

	        Wing length
	-0.0012 ± 0.0013
	0.86
	0.35

	        Date
	-0.0043 ± 0.0026
	2.79
	0.094

	        Hour
	0.0005 ± 0.0040
	0.01
	0.90

	        Sampling time
	0.0016 ± 0.0004
	14.0
	<0.001

	        Colony
	NA
	25.7
	0.040

	     Reduced model (H/L ratio)
	
	

	        Residual hood size
	-0.0035 ± 0.0017
	4.23
	0.040

	        Sampling time
	0.0017 ± 0.0004
	18.4
	<0.001

	        Colony
	NA
	28.9
	0.017



