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Fig. SI1: sequence alignment (supporting data summarised in Table 1) 
a) Scaphoideus titanus (GJQL01135962.1) and Euscelidius variegatus (GFTU01006765.1) CDS 
aligned. Yellow highlighted region indicates the dsRNA sequence used in the study.  

b, c) dsRpn6 sequence used in this study aligned with Apis mellifera XM_006568751.3 (b) and 
XM_026443943.1 (c). Stars indicate nucleotidic identity between aligned sequences. Alignments 
realised with ClustalOmega (EMBL-EBI). 
 


