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Fig. S1 Mortality rates (%) of Q. suber (orange solid lines) and Quercus ilex (green dotted lines) seedlings under Phytophthora cinnamomi (Pc) infection (Pc), drought+Pc, and Pc+drought. Dots and triangles show LSMEANS ± s.e. (error bars are short and obscured by the symbols of the means). Different lowercase letters in black indicate significant differences (p<0.05) between species within each scenario. Different capital letters in orange italics indicate significant differences (p<0.05) among scenarios in Q. suber. Different capital letters in green indicate significant differences (p<0.05) among scenarios in Q. ilex. All post-hoc comparisons among LSMEANS were implemented using the conservative Tukey-Kramer method.
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Table S1 Location of seed sources and their main geographic and climate factors for nine Quercus suber and nine Q. ilex populations grouped in nine and eight provenance regions, respectively (Díaz-Fernández et al., 1995; Jiménez et al., 1996), grown under three scenarios of drought and Phytophthora cinnamomi infection. Climate data for the normal series (1961-1990) was generated with the ClimateEU v4.63 software package (Marchi et al., 2020).
	Species / Provenance / Population
	Latitude
(º)
	Longitude
(º)
	Elevation
(m)
	MAT
(ºC)1
	MWMT
(ºC)2
	MCMT
(ºC)3
	MAP
(mm)4
	MSP
(mm)5
	SHM6

	Quercus ilex

	1. Región Leonesa

	
	Palacios del Pan
	41.6250
	  -5.8932
	     727
	11.9
	21.0
	3.6
	418
	131
	160.3

	3. Alto Ebro

	
	Villarcayo
	42.9650
	  -3.6223
	     704
	10.8
	17.9
	4.6
	871
	298
	60.1

	5. Cataluña Nororiental

	
	Dosríus
	41.6224
	2.4681
	515
	13.6
	21.8
	6.8
	793
	331
	65.9

	11. Región Extremadurense

	
	Oliva de la Frontera
	38.2561
	  -6.9809
	313
	16.3
	24.9
	8.8
	555
	91
	273.6

	
	Talayuela
	39.9659
	  -5.4381
	280
	15.9
	26.0
	7.3
	373
	96
	270.8

	12. La Mancha-Montiel

	
	Corral de Almaguer
	39.8279
	  -3.1752
	739
	13.5
	24.1
	4.8
	442
	132
	182.4

	14. Sierras Béticas Occidentales

	
	Valdepeñas de Jaen
	37.6173
	  -3.7461
	1109
	13.4
	24.1
	5.0
	635
	126
	191.7

	15. Sierras Béticas Orientales

	
	Vélez-Rubio
	37.7035
	  -2.2087
	1224
	12.3
	22.1
	4.5
	532
	150
	147.0

	17. Mallorca

	
	Alcudia
	39.8340
	3.0538
	107
	16.0
	23.9
	9.8
	659
	155
	 153.8

	
	
	
	
	
	
	
	
	
	
	

	Quercus suber

	1. Norte Cáceres-Salamanca

	
	Pasarón de la Vera
	40.0206
	  -5.8036
	  420
	15.1
	25.1
	6.7
	435
	108
	232.5

	2. Sierra de San Pedro

	
	Carmonita
	39.1538
	  -6.3222
	  405
	15.9
	25.8
	7.6
	529
	104
	248.8

	3. Montes de Toledo

	
	Talayuela
	39.9703
	  -5.4328
	  278
	15.9
	26.0
	7.3
	371
	96
	270.8

	4. Sierra Morena Oriental

	
	Fuencaliente
	38.4355
	  -4.3277
	  775
	14.6
	25.6
	5.7
	589
	120
	213.2

	5. Sierra Morena Occidental

	
	Oliva de la Frontera
	38.3043
	  -6.9118
	  404
	15.8
	24.8
	8.3
	580
	97
	256.1

	6. Litoral Onubense-bajo Guadalquivir

	
	Hinojos
	37.3205
	  -6.4235
	 89
	17.7
	26.1
	10.2
	544
	70
	375.2

	7. Alcornocales-Serranía de Ronda

	
	Castellar de la Frontera
	36.3195
	  -5.4785
	  203
	16.7
	23.5
	11.3
	792
	67
	352.6

	8. Pirineo Catalán

	
	Agullana
	42.4048
	2.8255
	  305
	14.0
	22.2
	6.8
	725
	286
	77.7

	9. Cataluña Litoral

	
	Santa María de Soliús
	41.8076
	2.9796
	  42
	15.8
	23.5
	8.9
	664
	238
	98.9



1 MAT: mean annual temperature (°C)
2 MTWM: mean temperature of the warmest month (°C)
3 MTCM: mean temperature of the coldest month (°C)
4 MAP: mean annual precipitation (mm)
5 MSP: mean summer (May to Sept.) precipitation (mm)
6 SHM: summer heat-moisture index ((MTWM)/(MSP/1000))

Table S2 Number of seedlings tested per Quercus suber and Q. ilex population (Pop), family (numbers in bold; families per population are shown in parentheses), and scenario (Phytophthora cinnamomi (Pc) infection, drought+Pc (D+Pc) and Pc+drought (Pc+D)).
	Q. ilex
	
	Q. suber

	Pop / Family
	Pc
	D+Pc
	Pc+D
	
	Pop / Family
	Pc
	D+Pc
	Pc+D
	
	Pop / Family
	Pc
	D+Pc
	Pc+D
	
	Pop / Family
	Pc
	D+Pc
	Pc+D

	Palacios del Pan (11)
	
	
	46
	38
	20
	18
	
	Pasarón de la Vera (10)
	
	136
	40
	19
	15

	1
	41
	13
	14
	
	47
	39
	20
	19
	
	92
	23
	16
	14
	
	137
	39
	18
	18

	2
	25
	-
	-
	
	48
	37
	17
	16
	
	93
	39
	13
	16
	
	Hinojos (10)

	3
	39
	18
	19
	
	50
	39
	-
	-
	
	94
	38
	17
	15
	
	138
	14
	5
	6

	4
	39
	9
	11
	
	51
	39
	17
	17
	
	95
	40
	14
	16
	
	139
	14
	7
	9

	5
	32
	10
	17
	
	Corral de Almaguer (10)
	
	96
	38
	18
	15
	
	140
	13
	4
	7

	6
	39
	16
	14
	
	52
	39
	19
	19
	
	97
	41
	15
	16
	
	141
	11
	5
	2

	7
	39
	14
	17
	
	53
	41
	17
	18
	
	98
	26
	13
	16
	
	142
	18
	7
	5

	8
	40
	16
	14
	
	54
	42
	14
	17
	
	99
	30
	-
	-
	
	143
	11
	1
	6

	9
	30
	20
	16
	
	55
	36
	12
	18
	
	100
	39
	14
	17
	
	144
	13
	9
	6

	10
	10
	-
	-
	
	56
	40
	19
	19
	
	101
	38
	-
	-
	
	145
	14
	5
	3

	11
	35
	17
	15
	
	57
	41
	20
	18
	
	Carmonita (10)
	
	146
	13
	-
	-

	Villarcayo (10)
	
	
	58
	40
	17
	19
	
	102
	38
	17
	12
	
	147
	15
	-
	-

	12
	39
	19
	18
	
	59
	39
	17
	17
	
	103
	40
	-
	-
	
	Castellar de la Frontera (10)

	13
	42
	19
	18
	
	60
	38
	-
	-
	
	104
	40
	19
	18
	
	148
	22
	8
	9

	14
	38
	19
	18
	
	61
	31
	-
	-
	
	105
	41
	17
	19
	
	149
	17
	8
	7

	15
	38
	18
	18
	
	Valdepeñas de Jaen (10)
	
	106
	40
	19
	16
	
	150
	19
	13
	10

	16
	29
	-
	-
	
	62
	38
	-
	-
	
	107
	40
	16
	17
	
	151
	18
	8
	7

	17
	22
	13
	11
	
	63
	42
	17
	19
	
	108
	24
	10
	16
	
	152
	23
	7
	8

	18
	39
	15
	16
	
	64
	39
	18
	17
	
	109
	39
	19
	17
	
	153
	20
	6
	10

	19
	33
	-
	-
	
	65
	38
	14
	17
	
	110
	39
	-
	-
	
	154
	20
	5
	7

	20
	41
	18
	18
	
	66
	38
	16
	17
	
	111
	38
	18
	16
	
	155
	22
	6
	4

	21
	40
	17
	18
	
	67
	38
	19
	18
	
	Talayuela (10)
	
	156
	28
	-
	-

	Dosríus (10)
	
	
	68
	38
	16
	19
	
	112
	39
	15
	16
	
	157
	24
	-
	-

	22
	34
	-
	-
	
	69
	37
	14
	16
	
	113
	39
	14
	14
	
	Agullana (10)

	23
	39
	17
	17
	
	70
	42
	-
	-
	
	114
	42
	17
	18
	
	158
	37
	17
	17

	24
	36
	14
	14
	
	71
	34
	11
	12
	
	115
	36
	16
	15
	
	159
	31
	16
	15

	25
	39
	16
	16
	
	Vélez-Rubio (10)
	
	116
	41
	16
	15
	
	160
	38
	16
	17

	26
	34
	16
	17
	
	72
	41
	17
	19
	
	117
	41
	18
	18
	
	161
	32
	17
	16

	27
	40
	16
	15
	
	73
	39
	18
	16
	
	118
	36
	9
	16
	
	162
	40
	19
	16

	28
	38
	16
	16
	
	74
	40
	17
	19
	
	119
	41
	18
	15
	
	163
	36
	19
	18

	29
	29
	7
	13
	
	75
	31
	-
	-
	
	120
	40
	-
	-
	
	164
	25
	-
	-

	30
	40
	18
	19
	
	76
	37
	18
	16
	
	121
	39
	-
	-
	
	165
	36
	-
	-

	31
	36
	-
	-
	
	77
	41
	17
	18
	
	Fuencaliente (10)
	
	166
	30
	12
	15

	Oliva de la Frontera (10)
	
	78
	37
	8
	10
	
	122
	42
	17
	18
	
	167
	27
	11
	9

	32
	36
	-
	-
	
	79
	38
	18
	18
	
	123
	41
	19
	18
	
	Santa María de Soliús (10)

	33
	32
	10
	11
	
	80
	36
	-
	-
	
	124
	42
	13
	18
	
	168
	12
	4
	4

	34
	30
	16
	13
	
	81
	33
	8
	11
	
	125
	42
	17
	19
	
	169
	34
	18
	15

	35
	33
	14
	17
	
	Alcudia (10)
	
	
	
	126
	41
	19
	17
	
	170
	37
	-
	-

	36
	37
	19
	16
	
	82
	36
	18
	17
	
	127
	30
	-
	-
	
	171
	34
	-
	-

	37
	29
	13
	11
	
	83
	42
	19
	19
	
	128
	41
	15
	17
	
	172
	22
	12
	10

	38
	30
	17
	14
	
	84
	37
	19
	19
	
	129
	41
	17
	16
	
	173
	35
	14
	15

	39
	37
	-
	-
	
	85
	38
	18
	19
	
	130
	40
	16
	17
	
	174
	41
	19
	14

	40
	33
	18
	15
	
	86
	39
	17
	16
	
	131
	40
	-
	-
	
	175
	30
	13
	15

	41
	39
	15
	16
	
	87
	39
	12
	16
	
	Oliva de la Frontera (7)
	
	176
	26
	14
	11

	Talayuela (9)
	
	
	88
	32
	-
	-
	
	49
	39
	-
	-
	
	177
	28
	10
	13

	42
	38
	12
	17
	
	89
	33
	14
	13
	
	132
	41
	19
	19
	
	
	
	
	

	43
	42
	12
	16
	
	90
	41
	-
	-
	
	133
	39
	20
	16
	
	
	
	
	

	44
	40
	15
	17
	
	91
	34
	20
	16
	
	134
	40
	20
	14
	
	
	
	
	

	45
	37
	17
	16
	
	
	
	
	
	
	135
	39
	17
	18
	
	
	
	
	



Methods S1 Seed sowing and Phytophthora cinnamomi inoculation protocols

a. Sowing
[bookmark: _Hlk178789626]After seeds had arrived at each facility (Maceda (NW Spain; 42.276º N, -7.624º W, 540 m a.s.l.), Plasencia (W Spain; 40.035º N, -6.083º W, 375 m a.s.l.) and Huelva (SW Spain; 37.273º N, -6.924º W, 19 m a.s.l.)), they were immersed in a fungicide solution (2 g/L, Thiram 80GD, ADAMA Inc., Spain) for five minutes and those that floated were discarded as non-viable. Viable seeds were washed in sterile water and stored in peat at 4 ºC for one month. In mid-January 2020, acorns were sown at 1 cm depth in 48-cell plastic root trainers. Individual cells had a volume of 300 cm3 and were filled with a 9:1 peat (Kekkilä® Professional, 0-20 mm granulometry) and vermiculite (Projar®, grade 2) mix. In each cell, 1.4 g of granulated gradual release fertilizer (Nutricote® T270, NPK 15:9:10) was added. All cells contained one seed.

b. Phytophthora cinnamomi (Pc) inoculation

On 2 July 2020, seedlings were soil infested using an A2 strain coded P90 isolated from the rhizosphere of a Q. ilex tree in Puebla de Guzmán, Spain, which is highly virulent for Q. ilex (San-Eufrasio et al., 2021). Inoculum was prepared following Jung et al. (1996), mixing and twice autoclaving 500 cm3 fine vermiculite, 40 cm3 whole oat grains and 350 ml multivitamin juice broth (200 ml/L juice, 800 ml/L demineralized water amended with 3 g/L CaCO3) in 1L Erlenmeyer flasks. Individual pieces of Pc plugs were added to the Erlenmeyer flasks containing the medium and kept in an incubator for five weeks at 20 ºC. When the inoculum was ready, it was rinsed with demineralized water to remove excess nutrients, and 12 ml inoculum was mixed with the first 3 cm of substrate in each cell, taking care not to damage seedling roots. After inoculation, trays were flooded for three days to promote sporangia production and zoospore release (Martínez-Arias et al., 2022). The inoculated plants were waterlogged three more times in summer to stimulate the effect of Pc. Surviving seedlings were infected again the following growing season (2021), applying the same protocol on the same date.


Methods S2 Causes of family × scenario interaction
To explore and interpret family × scenario (G×E) interaction, reduced models constraining various components of the family covariance structure were fitted. Constraints to the family covariance structures were specified by choosing appropriate predefined covariance models for the TYPE option in the RANDOM statement using the MIXED procedure of SAS (Littell et al., 2006), and/or by fixing specific covariance parameters to certain values using the HOLD option of the PARMS statement (Crossa et al., 2004; Fry, 2004; Yang, 2002). Out-of-bound family correlations (> 1 or < -1) were avoided by including the UPPERB and LOWERB option in the PARMS statement. Hypothesis testing regarding the constraints imposed on the family-covariance structure was conducted by comparing the restricted log-likelihoods (RLL) of the constrained model and the unconstrained model (usually the full model with an unstructured family covariance structure). Under the null hypothesis that the full covariance model is not different from the reduced covariance model, the log-likelihood ratio LLR = -2(RLLreduced model – RLLfull model) is distributed approximately as χ2 with degrees of freedom given by the difference between the number of covariance parameters specifying the full model and the reduced model (Fry, 2004).



Methods S3. Estimate of population phenotypic plasticity
Phenotypic plasticity estimates (opposite of stability) were obtained of tolerance to variation across scenarios of drought and Phytophthora cinnamomi infection for each family, adapting classical stability models to a mixed model framework (Denis et al., 1997; Piepho, 1999). We used a mixed model for each species, in which family (Fi) acted as a fixed effect, and scenario (Ij) and family × scenario interaction (F×Iij) acted as random effects. Five stability approaches for describing (F×Iij) were fitted using appropriate variance-covariance (VCOV) structures (see Table A.3).

Table S3 Description of the five stability mixed models tested.
	Model
	VCOV
	Interpretation

	Additive mixed-effects model
	
Simple (τ1): (cov(F×Iij; F×Iij*) = σ2(F×I) when i = i*, otherwise cov(F×Iij; F×Iij*) = 0
	The simplest model, in which families do not differ in stability

	General heteroscedastic model
	
Diagonal (τ2): cov(F×Iij; F×Iij*) = σ2(F×I)i when i = i*, otherwise cov(F×Iij; F×Iij*) = 0
	This model, also known as Shukla’s stability variance (Shukla, 1972), extends the additive model by attributing a different variance component (or stability measure) to each family

	Factor analytic model
	
Factor analytic 1 (τ3): cov(F×Iij; F×Iij*) = λ1i λ1i* + σ2d  when i = i*, otherwise cov(F×Iij; F×Iij*) = λ1i λ1i*
	The mixed model version of the broadly used Finlay-Wilkinson regression on the environmental mean (Finlay & Wilkinson, 1963). The relative magnitude of the values of λi’s quantifies the sensitivity to unobservable environmental conditions as measured by the environmental means (Piepho, 1998)

	Heterogeneous factor analytic
	
Factor analytic 1 + heterogeneity (τ4): cov(F×Iij; F×Iij*) = λ1i λ1i* +   when i = i*, otherwise cov(F×Iij; F×Iij*) = λ1i λ1i*
	The mixed model equivalent to the Eberhart-Russell stability model (Eberhart and Russell, 1966), which extends the Finlay–Wilkinson regression to allow for heterogeneity in family by scenario interaction variances. The interpretation of λi’s is identical to the Finlay–Wilkinson model

	AMMI-1 model
	
Factor analytic 1 (τ3): cov(F×Iij; F×Iij*) = λ1i λ1i* + σ2d  when i = i*, otherwise cov(F×Iij; F×Iij*) = λ1i λ1i*
	The mixed model version of the additive main effects and multiplicative interaction model with one multiplicative component (Kempton, 1984). The factor loading associated with a particular family is interpreted as the sensitivity of the family to the value of a hypothetical environmental variable (or factor score) for scenario j (Piepho, 1997; Smith et al., 2001)



[bookmark: _Hlk97750919]The superiority of various VCOV structure-based models was compared by computing -2 restricted log-likelihood (-2RLL), Akaike’s information criterion (AIC), and Bayesian information criterion (BIC). AIC and BIC include a penalty for the number of parameters in the VCOV structure, favoring parsimonious models. These statistics are in the smaller-is-better form (see Table A.5). Analyses were performed using the MIXED procedure of SAS (Littell et al., 2006). For model convergence purposes, scenario-family means of time to death data were used as the response variable.








Table S4 Genetic correlations for time to death between pairs of scenarios of drought and Phytophthora cinnamomi (Pc) infection for Quercus suber and Q. ilex half-sib families. Pearson’s r coefficients between family BLUPS predicted under each scenario and associated significance levels (ns: not significant; ** p<0.01) are shown. Significant correlation estimates at p<0.05 are shown in bold. N = 70 families for Q. suber and 73 for Q. ilex, tested under the three scenarios (Pc, drought+Pc, and Pc+drought).
	Q. ilex
	
	Q. suber

	
	drought + Pc
	Pc + drought
	
	
	drought + Pc
	Pc + drought

	Pc
	0.07 ns
	0.10 ns
	
	Pc
	0.22 ns
	0.10 ns

	drought + Pc
	
	  0.33 **
	
	drought + Pc
	
	 0.34 **






Table S5 Goodness-of-fit statistics of the stability mixed models used to estimate genetic variation in phenotypic plasticity of time to death among 70 Quercus suber and 73 Q. ilex half-sib families across three scenarios of drought and Phytophthora cinnamomi infection. The minimum value, shown in bold, identifies the selected model used for further analyses (see Methods A.3). * The model did not converge.

	Model
	Number parms1
	 
	Goodness of fit statistics2

	
	
	 
	-2 Res Log Likelihood
	AIC
	BIC

	Quercus ilex
	
	
	
	
	

	Additive
	2
	
	1603.2
	1607.2
	1605.4

	Shukla 
	75
	
	*
	*
	*

	Finlay-Wilkinson
	74
	
	1507.6
	1655.6
	1812.0

	Eberhart-Russell
	146
	
	1306.0
	1596.0
	1465.3

	AMMI-1
	75
	
	1507.6
	1655.6
	1588.9

	
	
	
	
	
	

	Quercus suber
	
	
	
	
	

	Additive
	2
	
	1586.7
	1590.7
	1588.9

	Shukla 
	72
	
	*
	*
	*

	Finlay-Wilkinson
	71
	
	1454.3
	1596.3
	1532.3

	Eberhart-Russell
	140
	
	1341.6
	1619.6
	1494.3

	AMMI-1
	72
	
	1452.8
	1596.8
	1531.9



















1 Number of random parameters
2 -2 Res Log Likelihood: minus two times the restricted log-likelihood; AIC: Akaike’s information criterion; BIC: Bayesian information criterion. All statistics are in smaller-is-better form; bold values indicate preferred models according to either -2 Res Log Likelihood, AIC or BIC, and thus the model of choice is also shown in bold.


Table S6 Phenotypic plasticity scores (λ-score) of time to death across three scenarios of drought and Phytophthora cinnamomi infection of 70 Quercus suber and 73 Q. ilex half-sib families. λ-scores are restricted maximum likelihood (REML ± standard errors) estimates for sensitivity to environmental variation as derived from the Eberhart-Russell stability mixed model (Eberhart and Russell, 1966; see Methods A.3).

	Q. ilex
	
	Q. suber

	Family
	λ-score ± s.e.
	Family
	λ-score ± s.e.
	
	Family
	λ-score ± s.e.
	Family
	λ-score ± s.e.

	1
	91.7 ± 48.8
	46
	77.5 ± 41.3
	
	49
	-
	136
	  103.1 ± 51.6

	2
	-
	47
	30.6 ± 15.9
	
	92
	  146.3 ± 79.7
	137
	25.2 ± 19.8

	3
	47.8 ± 26.2
	48
	    15.1 ± 7.6
	
	93
	  101.2 ± 59.5
	138
	    94.6 ± 55.3

	4
	51.5 ± 25.8
	50
	-
	
	94
	58.4 ± 33.4
	139
	18.9 ± 11.5

	5
	     -4.3 ± 9.7
	51
	  102.0 ± 51.7
	
	95
	71.4 ± 37.7
	140
	  195.3 ± 97.9

	6
	    12.2 ± 6.9
	52
	71.9 ± 48.5
	
	96
	52.8 ± 29.0
	141
	46.7 ± 28.3

	7
	92.8 ± 47.8
	53
	87.3 ± 51.6
	
	97
	22.0 ± 36.9
	142
	54.6 ± 32.3

	8
	    12.2 ± 6.3
	54
	31.3 ± 15.8
	
	98
	66.6 ± 36.9
	143
	76.1 ± 43.5

	9
	41.7 ± 25.6
	55
	62.7 ± 32.4
	
	99
	-
	144
	  130.6 ± 86.2

	10
	-
	56
	  108.9 ± 73.2
	
	100
	82.3 ± 50.2
	145
	  180.4 ± 100.1

	11
	     -2.8 ± 10.7
	57
	55.0 ± 32.9
	
	101
	-
	146
	-

	12
	 44.7 ± 22.4
	58
	70.2 ± 35.1
	
	102
	31.7 ± 28.6
	147
	-

	13
	 76.9 ± 41.4
	59
	57.9 ± 35.5
	
	103
	-
	148
	3.3 ± 3.7

	14
	 87.8 ± 47.5
	60
	-
	
	104
	72.9 ± 37.7
	149
	78.7 ± 43.0

	15
	 79.6 ± 40.3
	61
	-
	
	105
	37.8 ± 19.6
	150
	87.0 ± 44.9

	16
	-
	62
	-
	
	106
	53.3 ± 43.3
	151
	74.2 ± 43.9

	17
	88.5 ± 72.4
	63
	86.2 ± 50.4
	
	107
	28.6 ± 20.0
	152
	55.7 ± 38.7

	18
	89.4 ± 48.0
	64
	90.8 ± 46.5
	
	108
	-10.0 ± 18.8
	153
	52.8 ± 43.4

	19
	-
	65
	  117.8 ± 60.2
	
	109
	69.2 ± 49.4
	154
	  119.0 ± 59.9

	20
	52.3 ± 27.5
	66
	55.2 ± 28.1
	
	110
	-
	155
	78.8 ± 42.3

	21
	38.3 ± 44.5
	67
	65.2 ± 33.0
	
	111
	73.1 ± 40.6
	156
	-

	22
	-
	68
	73.7 ± 48.9
	
	112
	31.3 ± 24.8
	157
	-

	23
	57.5 ± 29.0
	69
	100.6 ± 50.9
	
	113
	58.8 ± 29.8
	158
	  109.8 ± 70.4

	24
	71.3 ± 54.5
	70
	-
	
	114
	85.4 ± 65.0
	159
	    99.6 ± 56.6

	25
	3.9 ± 8.1
	71
	26.2 ± 13.3
	
	115
	33.0 ± 16.5
	160
	68.0 ± 42.4

	26
	  119.7 ± 66.1
	72
	29.3 ± 20.1
	
	116
	51.9 ± 41.1
	161
	28.3 ± 14.2

	27
	51.7 ± 37.9
	73
	39.1 ± 20.6
	
	117
	44.6 ± 73.2
	162
	51.4 ± 69.8

	28
	  117.9 ± 61.0
	74
	52.7 ± 26.7
	
	118
	17.9 ± 19.4
	163
	  127.1 ± 67.9

	29
	54.7 ± 40.1
	75
	-
	
	119
	71.4 ± 41.0
	164
	-

	30
	68.9 ± 36.0
	76
	35.6 ± 24.8
	
	120
	-
	165
	-

	31
	-
	77
	73.8 ± 41.6
	
	121
	-
	166
	83.0 ± 42.8

	32
	-
	78
	  134.7 ± 74.1
	
	122
	56.3 ± 37.4
	167
	46.2 ± 23.1

	33
	52.6 ± 37.5
	79
	    86.5 ± 55.8
	
	123
	45.2 ± 22.9
	168
	74.7 ± 42.7

	34
	65.7 ± 37.7
	80
	-
	
	124
	-8.1 ± 17.8
	169
	42.3 ± 23.1

	35
	38.9 ± 20.8
	81
	90.7 ± 78.6
	
	125
	23.7 ± 29.4
	170
	-

	36
	87.3 ± 44.1
	82
	58.3 ± 36.2
	
	126
	66.1 ± 34.4
	171
	-

	37
	56.6 ± 29.8
	83
	101.3 ± 57.0
	
	127
	-
	172
	31.0 ± 15.5

	38
	54.1 ± 30.7
	84
	70.6 ± 42.1
	
	128
	48.6 ± 27.9
	173
	-1.5 ± 32.6

	39
	-
	85
	75.5 ± 37.8
	
	129
	33.9 ± 32.6
	174
	60.3 ± 32.0

	40
	91.2 ± 45.6
	86
	43.1 ± 30.6
	
	130
	67.1 ± 36.7
	175
	63.5 ± 65.6

	41
	47.8 ± 37.8
	87
	75.1 ± 50.3
	
	131
	-
	176
	25.1 ± 24.2

	42
	52.9 ± 26.6
	88
	-
	
	132
	38.4 ± 40.6
	177
	76.5 ± 38.4

	43
	34.5 ± 41.0
	89
	79.2 ± 43.1
	
	133
	32.3 ± 33.5
	
	

	44
	39.5 ± 23.6
	90
	-
	
	134
	  104.2 ± 59.8
	
	

	45
	29.5 ± 24.1
	91
	  106.5 ± 56.9
	
	135
	46.7 ± 31.2
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