	Table S1. Analysis of variance calculated for the physiological and biochemical attributes of Hordeum vulgare L. grown under salinity stress.

	Variables
	Variation Source
	SS
	DF
	MS
	F
	P
≤0.001

	Chl. a
	Treatment
	0.687
	8
	0.086
	28.081
	.000***

	
	Genotype
	6.652
	1
	6.652
	2174.578
	.000***

	
	Treatment× Genotype
	0.687
	8
	0.086
	28.081
	.000***

	
	Error
	0.055
	18
	0.003
	-
	-

	Chl. b
	Treatment
	0.885
	8
	0.111
	24.949
	.000***

	
	Genotype
	5.622
	1
	5.622
	1267.372
	.000***

	
	Treatment× Genotype
	0.885
	8
	0.111
	24.949
	.000***

	
	Error
	0.080
	18
	0.004
	-
	-

	TCC
	Treatment
	3.845
	8
	0.481
	125.305
	.000***

	
	Genotype
	37.150
	1
	37.150
	9684.589
	.000***

	
	Treatment× Genotype
	3.845
	8
	0.481
	125.305
	.000***

	
	Error
	0.069
	18
	0.004
	-
	-

	Chl. a/b
	Treatment
	2.440
	8
	0.305
	142.636
	.000***

	
	Genotype
	43.805
	1
	43.805
	20487.457
	.000***

	
	Treatment× Genotype
	2.440
	8
	0.305
	142.636
	.000***

	
	Error
	0.038
	18
	0.002
	-
	-

	SPC
	Treatment
	3.058
	8
	0.382
	95.409
	.000***

	
	Genotype
	23.013
	1
	23.013
	5743.399
	.000***

	
	Treatment× Genotype
	3.058
	8
	0.382
	95.409
	.000***

	
	Error
	0.072
	18
	0.004
	-
	-

	SSC
	Treatment
	0.752
	8
	0.094
	22.040
	.000***

	
	Genotype
	22.452
	1
	22.452
	5260.865
	.000***

	
	Treatment× Genotype
	0.752
	8
	0.094
	22.040
	.000***

	
	Error
	0.077
	18
	0.004
	-
	-

	H2O2
	Treatment
	9.763
	8
	1.220
	28.755
	.000***

	
	Genotype
	45.974
	1
	45.974
	1083.243
	.000***

	
	Treatment× Genotype
	9.763
	8
	1.220
	28.755
	.000***

	
	Error
	0.764
	18
	0.042
	-
	-

	GR
	Treatment
	2.030
	8
	0.254
	8.259
	.000***

	
	Genotype
	34.077
	1
	34.077
	1109.260
	.000***

	
	Treatment× Genotype
	2.030
	8
	0.254
	8.259
	.000***

	
	Error
	0.553
	18
	0.031
	-
	-

	SOD
	Treatment
	2.211
	8
	0.276
	12.704
	.000***

	
	Genotype
	3.064
	1
	3.064
	140.821
	.000***

	
	Treatment× Genotype
	2.211
	8
	0.276
	12.704
	.000***

	
	Error
	0.392
	18
	0.022
	
	

	POD
	Treatment
	6.817
	8
	0.852
	29.750
	.000***

	
	Genotype
	6.925
	1
	6.925
	241.791
	.000***

	
	Treatment× Genotype
	6.817
	8
	0.852
	29.750
	.000***

	
	Error
	0.516
	18
	0.029
	-
	-

	GB
	Treatment
	3.879
	8
	0.485
	101.997
	.000***

	
	Genotype
	21.413
	1
	21.413
	4504.293
	.000***

	
	Treatment× Genotype
	3.879
	8
	0.485
	101.997
	.000***

	
	Error
	0.086
	18
	0.005
	-
	-

	APOX
	Treatment
	5.069
	8
	0.634
	149.932
	.000***

	
	Genotype
	21.794
	1
	21.794
	5157.233
	.000***

	
	Treatment× Genotype
	5.069
	8
	0.634
	149.932
	.000***

	
	Error
	0.076
	18
	0.004
	-
	-

	MDA
	Treatment
	1.031
	8
	0.129
	121.290
	.000***

	
	Genotype
	3.054
	1
	3.054
	2874.131
	.000***

	
	Treatment× Genotype
	1.031
	8
	0.129
	121.290
	.000***

	
	Error
	0.019
	18
	0.001
	-
	-

	PPO
	Treatment
	2.257
	8
	0.282
	119.982
	.000***

	
	Genotype
	2.765
	1
	2.765
	1175.621
	.000***

	
	Treatment× Genotype
	2.257
	8
	0.282
	119.982
	.000***

	
	Error
	0.042
	18
	0.002
	-
	-

	CAR
	Treatment
	11.260
	8
	1.407
	829.663
	.000***

	
	Genotype
	151.244
	1
	151.244
	89153.642
	.000***

	
	Treatment× Genotype
	11.260
	8
	1.407
	829.663
	.000***

	
	Error
	0.031
	18
	0.002
	-
	-

	TPC
	Treatment
	20.029
	8
	2.504
	1028.000
	.000***

	
	Genotype
	78.008
	1
	78.008
	32030.113
	.000***

	
	Treatment× Genotype
	20.029
	8
	2.504
	1028.000
	.000***

	
	Error
	0.044
	18
	0.002
	-
	-

	CAT
	Treatment
	6.430
	8
	0.804
	4.484
	.004**

	
	Genotype
	333.165
	1
	333.165
	1858.335
	.000***

	
	Treatment× Genotype
	6.430
	8
	0.804
	4.484
	.004**

	
	Error
	3.227
	18
	0.179
	-
	-
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