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Online Resource 3 – Workflow for genotyping non-invasive samples. Criteria 
(smaller text) were followed between each step (grey boxes) to ensure the reliability of 
the final genotypes. Allele scoring and analysis were conducted independently by two 
users, to minimise bias. Successful extractions and amplifications are shown as 
continuous green lines (-), repetitions of the PCR amplification are shown as dashed 
orange lines (- -), and failed amplifications are shown as dotted red lines (. . .). 

 


