Supplementary Table 1. Gene symbol, GenBank accession code, primer sequences, and predicted size and Tm of the amplified product for human genes.

	Gene symbol
	GenBank
	Forward primer
	Reverse primer
	bp
	Tm

	A2M
	NM_000014.4
	GAAGCCAACAGTGAAAATGCTTGA
	CAAGCTCAGTGTCTGATTTGACACCT
	112
	79

	ADM
	NM_001124.1
	AAGCCCCGAAGACAGCAGTC
	CGGAGGCCCTGGAAGTTGTT
	84
	84

	ANGPT1
	NM_001146
	ATGGGGGAGGTTGGACTGTAATAC
	AGCCAATATTCACCGGAGGGATTT
	112
	76

	ANGPT2
	NM_001147
	GCAAAATAAGCAGCATCAGCCAAC
	GCATCAAACCACCAGCCTCCT
	115
	76

	APLN
	NM_017413.3
	TGCCTTTCTGAAGCAGGACTGA
	GCCTCCAGAGAAGCAGACCAAT
	90
	83

	CD34
	NM_001025109
	AGCTGTGCGGAGTTTAAGAAGGAC
	TCACCTCAGACTGGGCAAGGAG
	124
	85

	CD36
	NM_000072.3
	GGTCAACCTATTGGTCAAGCCATC
	TCCCAGTCTCATTAAGCCAAAGAAT
	101
	76

	CD44
	NM_001001391.1
	GGACACCCCAAATTCCAGAATG
	TTTTTCTTCTGCCCACACCTTCTT
	115
	81

	CDH11
	NM_001797.2
	CCGAGATAACACAGCAGGCGTGT
	GCAGACTTTGATGGTGAGGGTGT
	142
	85

	CLEC3B
	NM_003278.2
	ATGCCAAGAAAGATGTTGTGAACACA
	TTGGTCCCCTTCAGGCAGACC
	130
	84

	CXCL12
	NM_000609
	GCTACAGATGCCCATGCCGATTC
	CAGCCGGGCTACAATCTGAAG
	110
	80

	CXCR4
	NM_003467.2
	CGGTTACCATGGAGGGGATCAGTATATA
	GCATTTTCTTCACGGAAACAGGGTTC
	109
	78

	DLL4
	NM_019074
	AACGGGGGACAGTGCCTGAA
	TGAGCCCATTCTCCAGGTCAT
	151
	86

	DSP
	NM_004415.2
	CCAAAAGCAGGCTTTAGAGGCATCTA
	GGCTCTCTCTTTCCTGTACCACCT
	83
	77

	EFNB2
	NM_004093.2
	CAGCCCTAACCTCTGGGGTCTA
	GCAGAACTTGCATCTTGTCCAACT
	162
	80

	EPHB1
	NM_004441.4
	TCACCCAGATGACATCAGAAGACC
	CCATTGCCGTTGGTGACTGACT
	123
	81

	EPHB4
	NM_004444.4
	TTTGGCTCCTTCGAGCTGGTCAG
	GCTTGGCCTGGGACTTCATGTG
	124
	83

	HES1
	NM_005524.2
	CAAAGACAGCATCTGAGCACAGAA
	ATGCCGCGAGCTATCTTTCTTCAGA
	134
	77

	HES2
	NM_019089.4
	TGAAGCCGCTGCTGGAGAA
	CTAGCTTCGAGCAGTTGGAGTTCTC
	114
	89

	IGF2
	NM_000612.4
	CCTCGTGCTGCATTGCTGCT
	CTTGCGGGCCTGCTGAAGTAGAA
	115
	86

	IGFBP4
	NM_001552.2
	TGCAGCCCTCTGACAAGGACGA
	CCTTCATCTTGCCCCCACTG
	135
	85

	INHBA
	NM_002192.2
	AGTCGGGGAGAACGGGTATGT
	TGGCTGTTCCTGACTCGGCAAA
	116
	81

	JAG1
	NM_000214.2
	GGGAACCCGATCAAGGAAATCAC
	CAGCAAGGGAACAAGGAAATCTGT
	147
	79

	JAG2
	NM_002217.3
	TGCCTGACAGCAGCCTGATC
	GCACCAGCAGACCTGTGGAAGA
	147
	88

	MEST
	NM_002402.2
	TGCCTCTGTAACTATCCCCATTCA
	TGTGGTCATCCAGAATCGACACTG
	128
	81

	MKI67
	NM_002417.4
	GCAGCAAGCACTTTGGAGAGC
	CCTCAGCCTTCTTTGGATTTTCTG
	85
	81

	NOTCH1
	NM_017617
	CCGTAGATGACCTGGGCAAGTC
	GGTGTCTCCTCCCTGTTGTTCTG
	124
	84

	NOTCH2
	NM_024408.2
	CATGGAAAATCTGCTCTTCACTGG
	GGCAGCAAGAAACAGAGGTGTCTC
	129
	81

	NOTCH3
	NM_000435.2
	GCTTGGGAAATCAGCCTTACACTG
	TAGGGGGGTCTCCTCCTTGCTA
	118
	83

	NRP1
	NM 003873
	GCCTGCAACTTGGGAAACTGG
	CCTTGGTTGGATGATGTGATCTGG
	138
	78

	NRP2
	NM 003872
	GGAGCCCTGTGGTTGGATGTATG
	TCATCTGGAAACGTCCGGTCGT
	93
	83

	PCDH12
	NM_016580.2
	AGGCAGCAGGAGTGCAATCC
	CTGGGGTCCAGCAGACTTGACA
	156
	85

	PDGFB
	NM_002608.2
	TCCAGGTGAGAAAGATCGAGATTG
	CGTTTTGGCTCGCTGCTCCT
	158
	86

	PLXND1
	NM_015103.2
	GACCCCGACACCCTACACATCT
	CCTGCGCGATGACTGAAAGG
	139
	83

	PODXL
	NM_001018111.2
	GGCATACGGCTGGCATCTGTT
	GACCCCTGCCTCCTTTAGTTCAT
	135
	82

	PODXL2
	NM_015720.2
	GGAGGAGATTGGCATCCAGAACT
	TGACCACCAGCACCACGAAGA
	104
	85

	ROBO4
	NM_019055.5
	GCGTCTTCATAGATGCCTCATCAC
	TGGCTGACCTCCATGTCTTCCAAC
	121
	85

	TIMP1
	NM_003254
	ACTTCCACAGGTCCCACAACCG
	AGGGAAACACTGTGCATTCCTCAC
	180
	84

	TIMP2
	NM 003255
	GACGAGTGCCTCTGGATGGA
	TTGATGCAGGCGAAGAACTTG
	77
	80

	TIMP3
	NM_000362.4
	CAGGTCGCGTCTATGATGGCAAGA
	GGCAGGTAGTAGCAGGACTTGATCT
	148
	84

	TOX
	NM_014729.2
	CACCCACCATGCAGCAAGGATTTAC
	TGCACCCCGAACGCACATACT
	117
	81

	UNC5B
	NM_170744.3
	CAGCCTAGATGCCCCCAACTCA
	TCCCAGAGGTCCAGGATCACAC
	129
	83

	VEGFR1
	NM_002019
	CCACCTCCATGTTTGATGACTACC
	CAGCCCCGACTCCTTACTTTTACTG
	149
	83

	VEGFR2
	NM_002253.2
	CCAGATGACAACCAGACGGACAG
	GGCACCATTCCACCAAAAGATG
	104
	77

	VEGFR3
	NM_002020
	GCCAGGTATTACAACTGGGTGTCCT
	TCTGGTTGTCCACAGAGCCTTTGT
	136
	83


Supplementary Table 2. Verification by qPCR of expression of genes in CD34+ HUVECs compared to CD34- HUVECs by microarray analysis.
	
	
	
	Microarray (n=4)
	Real-time qPCR (n=7)

	 
	Gene symbol
	Full name
	UniGene number
	Fold change
	Q
	Fold change
	P

	CD34 family members
	
	
	
	
	

	
	CD34
	CD34 molecule
	Hs.374990
	17.4
	0.144
	121.4
	0.001

	
	PODXL
	Podocalyxin-like
	Hs.723993
	1.0
	0.629
	1.3
	0.849

	
	PODXL2
	Podocalyxin-like 2
	Hs.591290
	1.2
	0.288
	3.0
	0.183

	Tip cell marker
	
	
	 
	
	 

	
	VEGFR2
	Kinase insert domain receptor
	Hs.479756
	3.1
	0.148
	5.9
	0.002

	
	VEGFR3
	Fms-related tyrosine kinase 4
	Hs.646917
	1.2
	0.143
	1.8
	0.180

	
	NRP1
	Neuropilin 1
	Hs.131704
	1.4
	0.148
	2.5
	0.013

	
	NRP2
	Neuropilin 2
	Hs.471200
	1.9
	0.144
	4.8
	0.003

	
	PDGFB
	Platelet-derived growth factor beta polypeptide
	Hs.1976
	1.3
	0.150
	2.1
	0.180

	
	DLL4
	Delta-like 4
	Hs.511076
	1.3
	0.529
	7.0
	0.085

	
	ANGPT2
	Angiopoietin 2
	Hs.583870
	3.1
	0.144
	8.1
	0.004

	
	APLN
	Apelin
	Hs.303084
	1.4
	0.181
	5.0
	0.025

	
	UNC5B
	Unc-5 homolog B
	Hs.522997
	2.5
	0.370
	4.1
	0.475

	
	ROBO4
	Roundabout homolog 4, magic roundabout
	Hs.524121
	1.9
	0.145
	2.0
	0.013

	
	PLXND1
	Plexin D1
	Hs.301685
	1.4
	0.187
	3.9
	0.006

	
	EFNB2
	Ephrin-B2
	Hs.149239
	2.3
	0.176
	4.4
	0.009

	
	CXCR4
	Chemokine (C-X-C motif) receptor 4
	Hs.593413
	5.4
	0.144
	41.9
	0.017

	Migration and adhesion
	
	
	 
	
	 

	
	CD36
	Thrombospondin receptor
	Hs.120949
	4.0
	0.144
	4.6
	0.034

	
	CD44
	CD44 molecule (Indian blood group)
	Hs.502328
	-8.8
	0.144
	-3.2
	0.035

	
	CDH11
	Cadherin 11, type 2, OB-cadherin (osteoblast)
	Hs.116471
	-4.0
	0.130
	-2.9
	0.014

	
	CXCL12
	Chemokine (C-X-C motif) ligand 12
	Hs.522891
	5.3
	0.148
	15.7
	0.042

	
	PCDH12
	Protocadherin 12
	Hs.439474
	5.0
	0.150
	12.0
	0.023

	Extracellular matrix organization
	
	
	 
	
	 

	
	A2M
	Alpha-2-macroglobulin
	Hs.212838
	21.6
	0.144
	64.7
	0.031

	
	TIMP1
	TIMP metallopeptidase inhibitor 1
	Hs.522632
	1.3
	0.143
	1.7
	0.149

	
	TIMP2
	TIMP metallopeptidase inhibitor 2
	Hs.633514
	1.5
	0.168
	1.9
	0.072

	
	TIMP3
	TIMP metallopeptidase inhibitor 3
	Hs.644633
	4.0
	0.150
	26.8
	0.002

	Proliferation
	
	
	
	
	

	
	INHBA
	Inhibin, beta A
	Hs.583348
	-3.6
	0.104
	-2.4
	0.041

	
	MKI67
	Antigen identified by monoclonal antibody Ki-67
	Hs.80976
	-3.6
	0.143
	-2.0
	0.032

	Other
	
	
	 
	
	 

	
	ADM
	Adrenomedullin
	Hs.441047
	2.1
	0.144
	3.5
	0.002

	
	ANGPT1
	Angiopoietin 1
	Hs.369675
	1.1
	0.633
	1.3
	0.942

	
	EPHB1
	EPH receptor B1
	Hs.116092
	3.9
	0.143
	7.8
	0.007

	
	EPHB4
	EPH receptor B4
	Hs.437008
	1.3
	0.157
	1.9
	0.002

	
	HES1
	Hairy and enhancer of split 1
	Hs.250666
	1.2
	0.208
	2.1
	0.090

	
	IGF2
	Insulin-like growth factor 2
	Hs.272259
	12.0
	0.150
	44.9
	0.037

	
	IGFBP4
	Insulin-like growth factor binding protein 4
	Hs.462998
	4.0
	0.144
	11.4
	<0.001

	
	JAG1
	Jagged 1 
	Hs.714736
	1.3
	0.104
	2.8
	0.024

	
	JAG2
	Jagged 2
	Hs.433445
	1.7
	0.188
	1.7
	0.631

	
	MEST
	Mesoderm specific transcript homolog
	Hs.270978
	-12.3
	0.144
	-5.9
	0.025

	
	NOTCH1
	Notch 1
	Hs.495473
	1.2
	0.172
	5.5
	0.010

	
	TOX
	Thymocyte selection high mobility group box
	Hs.491805
	-10.7
	0.133
	-5.3
	0.002

	
	VEGFR1
	Fms-related tyrosine kinase 1
	Hs.594454
	1.1
	0.280
	1.7
	0.130


Supplementary Table 3. Complete list of genes up- and downregulated in CD34+ HUVECs compared to CD34- HUVECs.
	Gene symbol
	Representative public ID
	Fold change
	Q-value

	A2M
	NM_000014
	21.64
	0.14418

	CD34
	M81104
	17.42
	0.14418

	IGF2
	X07868
	11.99
	0.14959

	CLEC3B
	NM_003278
	7.91
	0.14418

	C7
	NM_000587
	6.33
	0.14687

	HOXD1
	NM_024501
	6.30
	0.14418

	DCN
	AF138300
	5.84
	0.14418

	GPC5
	NM_004466
	5.79
	0.14418

	ITGA9
	AI479176
	5.76
	0.14418

	GPR116
	N95226
	5.52
	0.14418

	PCDH19
	AB037734
	5.43
	0.14780

	CXCR4
	AF348491
	5.42
	0.14418

	ENPP2
	L35594
	5.34
	0.14418

	CXCL12
	U19495
	5.29
	0.14780

	DSP
	NM_004415
	5.17
	0.14450

	PCDH12
	NM_016580
	5.07
	0.14999

	TSPAN11
	BE858239
	4.87
	0.14418

	MMP28
	NM_024302
	4.84
	0.14780

	CD24
	AA761181
	4.77
	0.14450

	FGF13
	NM_004114
	4.69
	0.14999

	PCDHB10
	AF131761
	4.62
	0.14340

	LHX6
	NM_014368
	4.32
	0.14418

	SCUBE3
	AI733234
	4.31
	0.14418

	AFAP1L2
	AW138743
	4.28
	0.14981

	---
	AW451197
	4.21
	0.14418

	APOD
	NM_001647
	4.15
	0.14418

	SEMA6A
	W92748
	4.12
	0.14418

	PCDHB14
	NM_018934
	4.06
	0.14418

	IGFBP4
	NM_001552
	4.01
	0.14418

	TIMP3
	U67195
	4.00
	0.14981

	CD36
	AW299226
	3.95
	0.14418

	TGFA
	NM_003236
	3.94
	0.13265

	MEOX2
	NM_005924
	3.91
	0.14418

	EPHB1
	AF037334
	3.89
	0.14340

	ENTPD1
	AI301948
	3.80
	0.14418

	CORO2B
	BF939649
	3.71
	0.14418

	FABP4
	NM_001442
	3.70
	0.14780

	CCL14
	NM_004166
	3.63
	0.14418

	TSPAN18
	AI161133
	3.61
	0.14418

	CLDN5
	NM_003277
	3.57
	0.14418

	---
	NM_024914
	3.50
	0.14418

	LOC401022
	AW340112
	3.46
	0.14418

	GABRB3
	AI693153
	3.44
	0.14418

	JAM2
	NM_021219
	3.38
	0.14418

	KIAA1274
	AB033100
	3.35
	0.14788

	C13orf15
	NM_014059
	3.29
	0.14418

	THSD7A
	AW612111
	3.29
	0.14418

	FAM89A
	AI130705
	3.26
	0.14418

	ITM2A
	NM_004867
	3.26
	0.14418

	BCL2L11
	AI949179
	3.12
	0.14739

	PROS1
	NM_000313
	3.11
	0.14418

	ANGPT2
	AF187858
	3.08
	0.14418

	FLJ41603
	BF939317
	3.06
	0.14712

	KDR
	NM_002253
	3.06
	0.14780

	TXNIP
	AA812232
	3.04
	0.14418

	SPC25
	AF027205
	2.97
	0.14833

	---
	AA286867
	2.94
	0.14780

	ATP8A1
	AI769688
	2.93
	0.14418

	---
	AI692499
	2.91
	0.14450

	GALNTL2
	BF432376
	2.90
	0.14780

	OLFML3
	NM_020190
	2.88
	0.14418

	NEDD9
	BC020686
	2.85
	0.14418

	LRCH1
	AW007739
	2.83
	0.14780

	LONRF3
	AI218358
	2.82
	0.14536

	MYCN
	BC002712
	2.79
	0.05361

	RASSF2
	NM_014737
	2.78
	0.14418

	SEZ6L2
	AF131749
	2.78
	0.14604

	PPP1R16B
	AB020630
	2.77
	0.14780

	MYO5C
	NM_018728
	2.73
	0.14833

	PCDHB15
	AV722990
	2.71
	0.14340

	TSPAN13
	NM_014399
	2.69
	0.14418

	SHE
	AI797276
	2.69
	0.14788

	C10orf10
	AL136653
	2.69
	0.14780

	KALRN
	AL137629
	2.68
	0.14788

	NIPAL2
	AI096706
	2.66
	0.14808

	NUDT4
	AB007956
	2.65
	0.10448

	LDB2
	NM_001290
	2.64
	0.14340

	SCN3B
	AB032984
	2.63
	0.14450

	BACH2
	NM_021813
	2.63
	0.14418

	GAB1
	AK022142
	2.62
	0.14418

	SMOC1
	BF062366
	2.60
	0.14981

	---
	N80935
	2.59
	0.14562

	---
	AI201594
	2.59
	0.14780

	REEP1
	BE535746
	2.57
	0.14780

	LOC150166
	BF939473
	2.57
	0.14914

	COL1A2
	AA788711
	2.56
	0.14340

	IQCA1
	W52934
	2.56
	0.14912

	GIMAP8
	AI611648
	2.53
	0.14450

	TRO
	AF349719
	2.50
	0.14833

	---
	AL157484
	2.50
	0.14788

	---
	AI824171
	2.48
	0.14340

	IRS2
	AF073310
	2.48
	0.14907

	PLEKHG1
	AL035086
	2.47
	0.14340

	GNA14
	NM_004297
	2.47
	0.14450

	ATP5SL
	AA147817
	2.46
	0.14418

	LEPR
	U66495
	2.46
	0.14418

	SAMD5
	AI700341
	2.45
	0.14418

	FAM84B
	AL039862
	2.44
	0.14780

	GIMAP6
	NM_024711
	2.41
	0.14808

	CXADR
	NM_001338
	2.40
	0.13265

	ZNF652
	NM_014897
	2.40
	0.14450

	SELP
	NM_003005
	2.39
	0.14418

	PDE9A
	NM_002606
	2.39
	0.14418

	KIAA1324L
	AI797353
	2.38
	0.13426

	---
	AW971248
	2.38
	0.14981

	FLJ13197
	NM_024614
	2.38
	0.14418

	MYO1B
	BF432550
	2.38
	0.14959

	RAI2
	NM_021785
	2.37
	0.14418

	NID1
	BF940043
	2.37
	0.14780

	KIAA1217
	AL157473
	2.35
	0.14418

	SLC12A2
	NM_001046
	2.34
	0.14788

	C20orf160
	BF970287
	2.33
	0.14981

	---
	AW576212
	2.33
	0.14418

	ABLIM1
	BC002448
	2.32
	0.14788

	PDE4B
	L20966
	2.32
	0.14418

	C2orf55
	AW249666
	2.32
	0.14418

	FAM124B
	NM_024785
	2.31
	0.14418

	STC2
	AL034418
	2.30
	0.14418

	GLT8D2
	W63754
	2.28
	0.14966

	---
	NM_138474
	2.28
	0.14418

	CFLAR
	AF015451
	2.27
	0.14996

	DCHS1
	BF222893
	2.27
	0.14418

	MAGI1
	AK023358
	2.26
	0.14418

	KLHL24
	AW006750
	2.25
	0.14418

	AFAP1L1
	H28999
	2.24
	0.14562

	VWF
	X06828
	2.24
	0.14340

	CTSF
	NM_003793
	2.24
	0.14418

	CREB3L1
	AF055009
	2.24
	0.14450

	KLRG1
	AF081675
	2.23
	0.14780

	TMEM44
	BC039506
	2.23
	0.14418

	---
	AA179510
	2.23
	0.13265

	ARHGAP26
	AI768563
	2.21
	0.14687

	FAM155A
	H09780
	2.21
	0.14907

	DHRS3
	NM_004753
	2.20
	0.14536

	ZBTB46
	AU156821
	2.20
	0.14907

	HOMER3
	AC002985
	2.20
	0.14418

	ZNF224
	BC002889
	2.19
	0.14780

	NFATC2
	AA489681
	2.19
	0.14340

	OSBPL10
	NM_017784
	2.18
	0.14418

	ASAH1
	BC016828
	2.18
	0.14780

	PGF
	BC001422
	2.16
	0.14418

	---
	BG260087
	2.15
	0.14974

	LOC595101
	BG534511
	2.15
	0.14687

	CTSK
	NM_000396
	2.15
	0.13257

	EHD3
	NM_014600
	2.15
	0.14418

	ADM
	NM_001124
	2.13
	0.14418

	TCF7L1
	NM_031283
	2.13
	0.14418

	IGF1R
	H05812
	2.12
	0.14981

	---
	AI770171
	2.12
	0.13206

	DACH1
	AW772082
	2.11
	0.14418

	CTHRC1
	AA584310
	2.11
	0.14959

	SNED1
	BF447105
	2.10
	0.14959

	YPEL1
	NM_013313
	2.09
	0.14340

	TMOD1
	NM_003275
	2.09
	0.14340

	SMC2
	AJ249900
	2.09
	0.14418

	FLCN
	AF090883
	2.08
	0.14344

	HDAC4
	AW206037
	2.08
	0.14536

	MS4A6A
	NM_022349
	2.07
	0.13796

	TMCC3
	N51717
	2.07
	0.14418

	TSPAN7
	NM_004615
	2.07
	0.14418

	SNCAIP
	N73970
	2.06
	0.13796

	ELFN1
	AI694118
	2.06
	0.14999

	SATB1
	NM_002971
	2.05
	0.14981

	BTG1
	AL535380
	2.05
	0.14780

	TCF19
	BE857360
	2.04
	0.14536

	---
	T71642
	2.04
	0.14418

	SPINT2
	NM_003896
	2.04
	0.14340

	---
	AW195351
	2.03
	0.14833

	---
	AW271626
	2.02
	0.14450

	AGTRAP
	AW052065
	2.01
	0.14418

	---
	AA825563
	2.00
	0.14808

	GYPC
	NM_002101
	2.00
	0.13888

	GPR56
	AL554008
	0.50
	0.14418

	FAH
	NM_000137
	0.50
	0.14960

	MGLL
	BG168471
	0.50
	0.14999

	CCDC99
	AF269167
	0.50
	0.14735

	CENPH
	AL572471
	0.50
	0.14418

	ADAM9
	AF495383
	0.49
	0.14340

	FEN1
	BC000323
	0.49
	0.14665

	FAM111B
	AA960844
	0.49
	0.14583

	---
	AI245074
	0.49
	0.14418

	ELOVL6
	BC001305
	0.49
	0.14687

	TUBA4A
	AL565074
	0.49
	0.14418

	KLHL18
	BM141828
	0.49
	0.14418

	---
	AI357639
	0.49
	0.14319

	TFRC
	NM_003234
	0.49
	0.14537

	HMGB2
	BC000903
	0.49
	0.14727

	MCM6
	NM_005915
	0.48
	0.14450

	---
	AL041761
	0.48
	0.13206

	ATPBD4
	BE884544
	0.48
	0.13206

	DCPS
	NM_014026
	0.48
	0.14712

	TNNT1
	R59093
	0.48
	0.14418

	SULT1E1
	BC002493
	0.48
	0.14418

	FRMD5
	AW294986
	0.48
	0.14780

	CDH2
	M34064
	0.48
	0.14780

	PLEKHG4
	AI056683
	0.48
	0.13257

	---
	AI810826
	0.48
	0.14418

	MCM4
	AI859865
	0.48
	0.14536

	CUGBP2
	AI652861
	0.48
	0.14418

	EMP3
	NM_001425
	0.48
	0.14418

	PAICS
	AA902652
	0.47
	0.14780

	HES2
	AK023754
	0.47
	0.10945

	ENO1
	U88968
	0.47
	0.14780

	TNFSF4
	AW272611
	0.47
	0.14780

	LOC399959
	AW162210
	0.47
	0.14981

	RGS2
	NM_002923
	0.47
	0.14418

	CD3EAP
	NM_012099
	0.47
	0.14418

	PHTF2
	AL136883
	0.47
	0.14855

	PRMT3
	AL551971
	0.47
	0.13257

	FOSL1
	BG251266
	0.47
	0.14780

	---
	AA993515
	0.46
	0.14780

	---
	AW271106
	0.46
	0.14340

	CKS1B
	NM_001826
	0.46
	0.14418

	RBL1
	AL365505
	0.46
	0.12786

	PECI
	NM_006117
	0.46
	0.14780

	---
	BG111938
	0.46
	0.14418

	PTPLA
	NM_014241
	0.46
	0.14418

	PDLIM3
	AF002280
	0.46
	0.14418

	ARHGAP22
	NM_021226
	0.46
	0.14673

	LMO7
	AA100793
	0.46
	0.14418

	BRCA1
	NM_007295
	0.46
	0.14418

	BLVRA
	AA740186
	0.46
	0.14418

	FBXO5
	AK026197
	0.45
	0.14418

	---
	AI686314
	0.45
	0.14340

	PTER
	NM_030664
	0.45
	0.14418

	TK1
	NM_003258
	0.45
	0.14855

	ADAMTSL1
	AI937348
	0.45
	0.14959

	MYBL2
	NM_002466
	0.44
	0.14418

	ANTXR1
	AF279145
	0.44
	0.14959

	PLOD2
	AI754404
	0.44
	0.14340

	UBE2T
	AB032931
	0.44
	0.14418

	SLC19A2
	AF153330
	0.44
	0.14562

	EHD1
	AW182860
	0.44
	0.14340

	DNA2
	D42046
	0.44
	0.14536

	CLDN11
	AW264204
	0.44
	0.13796

	UBE2S
	NM_014501
	0.44
	0.14418

	SGEF
	AI989530
	0.44
	0.14780

	---
	AI650364
	0.44
	0.14981

	---
	AW138143
	0.44
	0.14959

	NCAPG2
	NM_017760
	0.43
	0.14418

	PPAT
	U00238
	0.43
	0.14418

	PCK2
	NM_004563
	0.43
	0.14418

	ALCAM
	AA156721
	0.43
	0.14780

	ERCC6L
	NM_017669
	0.43
	0.14855

	---
	AI040305
	0.43
	0.14418

	KIFC1
	BC000712
	0.43
	0.14418

	GINS2
	BC003186
	0.43
	0.14418

	TOX
	NM_014729
	0.43
	0.14780

	HMGA1
	NM_002131
	0.43
	0.14418

	SKA2
	BE048371
	0.43
	0.14418

	RP6-213H19.1
	NM_016542
	0.42
	0.14978

	MT1F
	M10943
	0.42
	0.14340

	GMNN
	NM_015895
	0.42
	0.14340

	ODZ3
	NM_018104
	0.42
	0.14418

	CDC7
	NM_003503
	0.42
	0.14418

	TRIM14
	BE962483
	0.42
	0.14450

	ZWINT
	NM_007057
	0.42
	0.14780

	FBXL13
	NM_145032
	0.42
	0.14418

	TIPIN
	NM_017858
	0.42
	0.14387

	---
	AI926924
	0.42
	0.14340

	LRP8
	NM_004631
	0.41
	0.14340

	KIF14
	AW183154
	0.41
	0.14450

	FERMT3
	BC004347
	0.41
	0.14418

	PPIF
	NM_005729
	0.41
	0.14981

	SGOL2
	N31731
	0.41
	0.14418

	CENPA
	BC002703
	0.41
	0.14981

	C6orf173
	BG492359
	0.41
	0.14418

	ATAD2
	AI925583
	0.41
	0.14418

	TMEM158
	BF062629
	0.41
	0.14418

	PSRC1
	BC001425
	0.41
	0.14340

	CARD11
	AF322641
	0.40
	0.13265

	NCAPH
	D38553
	0.40
	0.13206

	CA12
	BF752277
	0.40
	0.10359

	CDC45L
	NM_003504
	0.40
	0.14981

	SKA3
	AI829603
	0.40
	0.14418

	KLHL7
	NM_018846
	0.40
	0.14883

	ADK
	U90339
	0.40
	0.14340

	LYPD6
	AA227842
	0.40
	0.14045

	KIF18A
	NM_031217
	0.40
	0.14981

	DBF4
	NM_006716
	0.40
	0.14340

	LMNB1
	NM_005573
	0.40
	0.14833

	DLEU2
	AF264787
	0.40
	0.14780

	ESPL1
	D79987
	0.40
	0.14780

	SORT1
	NM_006461
	0.40
	0.14418

	PHF19
	BE544837
	0.40
	0.13796

	PLP2
	NM_002668
	0.39
	0.13206

	TNIK
	NM_003326
	0.39
	0.14418

	ME1
	AL049699
	0.39
	0.14450

	---
	AI354636
	0.39
	0.14665

	IL1RAP
	AF167343
	0.39
	0.13796

	NEK7
	AL080111
	0.39
	0.14418

	CLPB
	AI655698
	0.39
	0.14712

	RRP15
	NM_016052
	0.39
	0.14418

	EXO1
	NM_003686
	0.39
	0.14418

	MELK
	NM_014791
	0.38
	0.14712

	ATIC
	D89976
	0.38
	0.14780

	ZNF703
	BG290193
	0.38
	0.14418

	RPL22L1
	BE274422
	0.38
	0.14418

	KIAA1524
	AB040957
	0.37
	0.14418

	UGGT2
	AI057619
	0.37
	0.14418

	CKAP2L
	AW088063
	0.37
	0.13257

	IQGAP3
	AW271106
	0.37
	0.14340

	UHRF1
	AK025578
	0.37
	0.14340

	CDT1
	AW075105
	0.37
	0.14418

	PHLDA2
	AF001294
	0.37
	0.13030

	HELLS
	AF155827
	0.37
	0.14340

	CHEK1
	NM_001274
	0.37
	0.13796

	AURKA
	NM_003158
	0.37
	0.14418

	---
	BG109249
	0.37
	0.14780

	C7orf28B
	AW874308
	0.37
	0.14340

	GINS1
	NM_021067
	0.37
	0.14780

	SLC7A11
	AK094547
	0.37
	0.14418

	C12orf75
	BF969397
	0.37
	0.14788

	SKA1
	BF038461
	0.37
	0.14340

	KIF2C
	AY026505
	0.37
	0.14687

	NOTCH2
	AF308601
	0.37
	0.14418

	FOXM1
	NM_021953
	0.37
	0.14780

	PLAC9
	AW964972
	0.37
	0.13426

	AMPH
	NM_001635
	0.37
	0.14418

	---
	BG165011
	0.37
	0.14833

	FAM101A
	AW264333
	0.36
	0.14418

	S100A2
	NM_005978
	0.36
	0.14855

	SLC7A5
	NM_006444
	0.36
	0.14418

	GTSE1
	NM_016426
	0.36
	0.14780

	PLK4
	NM_014264
	0.36
	0.14418

	RRM2
	BC001886
	0.36
	0.14418

	FANCD2
	AA579890
	0.35
	0.14780

	FAM64A
	BC005004
	0.35
	0.14418

	KIF20B
	NM_016195
	0.35
	0.14418

	POLR3G
	BF062139
	0.35
	0.14418

	E2F7
	AI341146
	0.35
	0.14780

	AURKB
	AB011446
	0.35
	0.14780

	FAM54A
	AL138828
	0.35
	0.14418

	---
	AW291331
	0.35
	0.14450

	DHFR
	BC003584
	0.35
	0.14418

	LOC158376
	AA807870
	0.35
	0.14418

	MCM10
	NM_018518
	0.35
	0.14418

	EPR1
	BQ021146
	0.34
	0.13257

	PRC1
	NM_003981
	0.34
	0.14981

	CDKN3
	AF213040
	0.34
	0.14418

	RAD51AP1
	BE966146
	0.34
	0.14833

	C9orf140
	AW250904
	0.34
	0.13796

	RACGAP1
	AU153848
	0.34
	0.14418

	KIF4A
	NM_012310
	0.34
	0.14418

	SLC47A1
	NM_014331
	0.34
	0.14780

	IL6
	NM_000600
	0.34
	0.14340

	TGFB2
	AU145950
	0.34
	0.14418

	POLE2
	NM_002692
	0.34
	0.14418

	BUB1B
	NM_001211
	0.34
	0.14514

	DOCK5
	BF447954
	0.33
	0.14998

	CDCA8
	BC001651
	0.33
	0.14418

	CASC5
	NM_020380
	0.33
	0.14418

	CENPF
	U30872
	0.33
	0.14340

	CAPG
	NM_001747
	0.33
	0.14418

	C12orf24
	NM_013300
	0.33
	0.14981

	OIP5
	BE045993
	0.33
	0.14418

	NCEH1
	AB037784
	0.32
	0.14418

	CCNB2
	NM_004701
	0.32
	0.14418

	ANP32E
	NM_030920
	0.32
	0.14418

	NOTCH2NL
	AW024960
	0.32
	0.14418

	TRIP13
	NM_004237
	0.32
	0.14418

	BIRC5
	NM_001168
	0.32
	0.14907

	KIF15
	NM_020242
	0.32
	0.14780

	---
	AI343467
	0.31
	0.13257

	---
	AI885815
	0.31
	0.12770

	C19orf33
	AF213678
	0.31
	0.14340

	CDCA7
	AY029179
	0.31
	0.14418

	CCNA2
	NM_001237
	0.31
	0.14418

	SPAG5
	AF225416
	0.31
	0.14418

	TROAP
	AI199355
	0.30
	0.10359

	PTTG3P
	NM_021000
	0.30
	0.10170

	NDC80
	NM_006101
	0.30
	0.14450

	ST3GAL5
	AI435828
	0.30
	0.14418

	KIF20A
	NM_005733
	0.30
	0.14833

	PRKCA
	AI471375
	0.30
	0.14418

	KSR2
	AI692426
	0.30
	0.14418

	ASPM
	AK001380
	0.30
	0.14340

	NTM
	AW085558
	0.29
	0.14780

	CDCA3
	BC002551
	0.29
	0.14418

	ZNF185
	NM_007150
	0.29
	0.14418

	PTTG1
	NM_004219
	0.29
	0.14418

	MAOA
	AA923354
	0.29
	0.14537

	KRT80
	AL162069
	0.28
	0.14780

	CDC6
	U77949
	0.28
	0.13796

	INHBA
	M13436
	0.28
	0.10359

	HMMR
	NM_012485
	0.28
	0.14780

	ALDH1L2
	AI654224
	0.28
	0.14833

	BUB1
	AF043294
	0.28
	0.14780

	SLC7A14
	AB018009
	0.28
	0.14959

	APOBEC3B
	NM_004900
	0.28
	0.14712

	MKI67
	AU132185
	0.28
	0.14687

	CCNB1
	BE407516
	0.27
	0.14418

	MGC87042
	AW129021
	0.27
	0.13257

	MYBL1
	AW592266
	0.26
	0.14418

	NEXN
	AF114264
	0.26
	0.14907

	MT1E
	BF217861
	0.26
	0.14418

	FBN2
	NM_001999
	0.26
	0.14780

	---
	AA215381
	0.25
	0.14191

	RGS5
	AF159570
	0.25
	0.14340

	CDH11
	NM_001797
	0.25
	0.13030

	NAV3
	NM_014903
	0.25
	0.13257

	ENOX1
	NM_017993
	0.25
	0.14340

	DIAPH3
	AI813331
	0.25
	0.14340

	MAD2L1
	AF394735
	0.24
	0.14340

	CEP55
	NM_018131
	0.24
	0.14872

	ANLN
	AK023208
	0.24
	0.14808

	NLGN1
	NM_014932
	0.24
	0.14418

	---
	AI038737
	0.24
	0.13206

	---
	AA156240
	0.24
	0.13888

	NUF2
	AF326731
	0.23
	0.14418

	SLC44A1
	NM_018242
	0.23
	0.14418

	AXL
	NM_021913
	0.22
	0.13206

	PBK
	NM_018492
	0.22
	0.14418

	PNMA2
	AB020690
	0.21
	0.13206

	---
	AI754693
	0.21
	0.14418

	GPRC5A
	NM_003979
	0.21
	0.14340

	EDIL3
	AA053711
	0.20
	0.12770

	---
	AJ011601
	0.20
	0.14418

	C10orf116
	NM_006829
	0.20
	0.14418

	SULF2
	NM_014465
	0.20
	0.14418

	CDC20
	NM_001255
	0.20
	0.14418

	DEPDC1
	AI810054
	0.19
	0.14340

	CENPV
	AA722878
	0.19
	0.14418

	NQO1
	AI039874
	0.19
	0.10359

	---
	BF674612
	0.17
	0.14514

	---
	AI093492
	0.16
	0.14981

	SULT1B1
	U55764
	0.16
	0.14780

	MGST1
	D16947
	0.15
	0.13206

	LRRC17
	NM_005824
	0.15
	0.14340

	COL13A1
	M33653
	0.14
	0.14418

	RGS4
	BC000737
	0.14
	0.14340

	NEGR1
	AI123532
	0.14
	0.14418

	ADAMTS1
	AK023795
	0.13
	0.14536

	NRG1
	NM_013959
	0.13
	0.14418

	---
	AL133706
	0.13
	0.14418

	CD44
	BE903880
	0.11
	0.14418

	KRT7
	BC002700
	0.11
	0.14418

	C4orf49
	AF329088
	0.10
	0.10359

	KCNAB1
	U33428
	0.10
	0.14780

	TOX
	AJ011712
	0.09
	0.13257

	MEST
	NM_002402
	0.08
	0.14418


