Supplementary Tables:

Table S1. Sequences of siRNA

Items Sequences Position

siRNA
PNPO-siRNA-1 GACTGGCTCTATGAGAGACTt 862-880
PNPO-siRNA-2 GGUGAUGGAGUUCUGGCAALtt 747-765
LAMP2-siRNA-1 CAGCAUGUAUUUGGUUAAUTtt 1030-1048
LAMP2-siRNA-2 CUGGAGCAUUUCAGAUAAALt 1146-1164
LAMP2-siRNA-3 GCAGCAUCUACUUAUUCAALt 440-458
NC-siRNA UUCUCCGAACGUCGUCAGUtt Scramble

Gene ID of PNPO: 55163. Gene ID of LAMP2: 3910. NC, non-specific control.

Table S2. Sequences of PCR primer

Genes Sequences

LAMP1-F TCTCAGTGAACTACGACACCA
LAMP1-R AGTGTATGTCCTCTTCCAAAAGC
PSAP-F ATGCAAAGACGTTGTCACCG
PSAP-R GGGAGGTAGGAGTCCACTATCT
CTSA-F GTCGCCCAGAGCAATTTTGAG
CTSA-R TCTCCCCGGTCAGGAAAAGTT
CTSG-F GAGTCAGACGGAATCGAAACG
CTSG-R CGGAGTGTATCTGTTCCCCTC
ATP6AP1-F CAGCGACTTGCAGCTCTCTAC
ATP6AP1-R TGAAATCCTCAATGCTCAGCTTG
ATP6VI1EIL-F TTGCCACCAAAAACGATGTT
ATP6VI1EI-R AACTTCCTGTTGGCATTTGC

ACTIN _F TCATCACCATTGGCAATGAG
ACTIN R CACTGTGTTGGCGTACAGGT
LAMP2-F AAACCAGAAGCTGGAACCTATTCA
LAMP2-R GAAGCAACCTTATCCTGAGTGATGT

F, forward primer; R, reverse primer.

Table S3. Information on the GEO datasets involved in the analysis of the Kaplan-
Meier Plotter

GEO series Contributors, Year EOC (n) GEO Platform #
GSE17260 Yoshihara K etc, 2010 110 GPL6480
GSE32062 Yoshihara K etc, 2012 270 GPL6480

Samples used for the prognostic analysis of PNPO were extracted from different GEO
datasets. EOC, epithelial ovarian cancer; GEO, Gene Expression Omnibus; GPL, GEO
Platform; n, number of samples.



