Supplementary Table 1: Genes and SNPs without biological Interpretation for the association with the Skin Ageing Phenotype
	Gene
	SNPs
	Skin Ageing Phenotypes
	Function

	ABMP
	rs7034903, rs12377342
	Facial solar lentigines
	· Promote wound healing by promoting angiogenesis, collagen deposition and remodelling (Idrovo et al. 2015).

	ARHGEF7
	rs3825460 
	Pigmented spots on the cheek
	· Vital for axon formation and glomerular function (López Tobón et al. 2018; Matsuda et al. 2020).

	CAB39L
	rs2407616
	Sagging
	· Function as a novel tumour suppressor in gastric cancer (Li et al. 2018).

	CBWD1 
	rs478882
	Wrinkles
	· Associated with melanoma susceptibility (Zhang et al. 2018).

	CDC42BPA
	rs4653497
	Pigmentation
	· CDC42BPA encodes serine/threonine protein kinase MRCK, a downstream effector of CDC42, a protein involved in cell cycle regulation (Perumal et al. 2016). 

	CENPBD1
	rs139810560
	Pigmented spots
	· No known function for CENBPD1
· CENP-B stabilizes centromeric chromatin and ensures proper chromosome segregation (Fachinetti et al. 2015).

	CNTLN
	rs12350739
	Pigmented spots
	· Maintain centrosome cohesion during interphase in mitosis (Jing et al. 2016). 

	CTB-12O2.1, LINC01470
	rs10476781
	Wrinkles
	· No known function

	DEF8 
	rs139810560 
	Pigmented spots
	· Regulates cellular homeostasis in the nervous system (Oyarce-Pezoa et al., 2023) and is associated with actinic keratosis (Kim et al. 2022). 

	DLGAP1
	rs4076011
rs8096287
rs11876749
	Eyelid sagging
	· Related to brain disorders such as schizophrenia (Rasmussen et al. 2017).

	DOCK8, DOCK8- AS1 
	rs478882

	Wrinkles
	· DOCK8 is critical for dendritic cell migration and plays a significant role in the survival and function of B cells, T cells and NK cells (Biggs et al. 2017).
· No known function for DOCK8-AS1

	FABP7
	rs6904500
	Facial solar lentigines
	· Implicated in melanoma cell proliferation (Slipicevic et al. 2008).

	FCRL5
	rs117381658 
	Wrinkle
	· Involved in B-cell immune regulation (Damdinsuren et al. 2016). 

	H2AFY2
	rs16927253
rs4746957
rs2271699
rs2394654
rs3750770
	Eyelid sagging
	· Associated with chromatin remodelling and cellular stability (Mohammed Ismail et al. 2023).


	HLA-C
	rs2853949
	Facial solar lentigines
	· Involved in immune recognition (Blais et al. 2011) and thought to regulate melanogenesis by eliminating aberrant melanocytes (Laville et al. 2019).

	HS3ST4
	rs59784607
	Pigmentation
	· Involved in glycosaminoglycan biosynthesis (Lehri-Boufala et al. 2015).

	HSPA12A
	rs12259842
	Facial solar lentigines
	· Member of the highly conserved 70-kDa heat shock protein (HSP70) family, which plays a crucial role in proteostasis by facilitating protein folding, multi-protein complex assembly, and transport (Radons 2016).

	RPS27P18, MRPS21P6
	rs4962295
	Wrinkle
	· No known function

	MYH11
	rs76053540
	Nasolabial fold
	· Components of the contractile apparatus in smooth muscle (Ruan et al. 2021).

	NCLN
	rs34466224
	Pigmentation
	· Function as an antagonist of Nodal Signalling (Haffner et al. 2004).

	NMUR2 
	rs10476781
	Pigmentation
	· Promote cancer progression by enhancing the motility and invasiveness of cancer cells (Garczyk et al. 2017).

	SCEL
	rs912292
	Facial solar lentigines
	· Involved in cornified envelope formation of keratinocytes (Baden et al. 2005).

	TERT
	rs2736098
rs2853672
	Non-facial solar lentigines
	· Maintain telomere length to ensure chromosomal stability (Dratwa et al. 2020).

	TNFRSF6B
	rs1291206
	Wrinkle risk
	· Promotes tumour progression by inhibiting apoptosis and immune surveillance (Zhang et al. 2021).

	TNFRSF8
	rs6690493
	Wrinkle risk
	· Involved in lymphocyte activation and survival, immune response modulation, and tumour progression (Dumitru et al. 2023).

	TNS1
	rs11685354
	Pigmentation
	· Regulates key cellular processes such as adhesion, migration, polarization, proliferation, and apoptosis (Wang et al. 2022).

	UNCX
	rs76548385
	Pigmentation
	· Promotes the proliferation of basal progenitor cells in the olfactory sensory neuron (Sammeta et al. 2010).

	ZNF276 
	rs35096708
	Pigmented spots
	· Encodes zinc finger protein 276 which is highly expressed in breast cancer tissues and cell lines (Lei et al. 2022).
· Associated with red hair trait (Farré et al. 2023).
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