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Supplementary Table S1. Primers used in PCR reactions.
	Gene
	Primer name
	Primer sequence
	Amplicon expected size (bp)

	16S rRNA
	16S_27F
	5’ AGAGTTTGATCCTGGCTCAG 3’
	~1400

	
	16S_1391R
	5’ GACGGGCGGTGTGTACA 3’
	

	ERIC-PCR
	ERIC1
	5’ ATGTAAGCTCCTGGGGATTCAC 3’
	variable

	
	ERIC2
	5′ AAGTAAGTGACTGGGGTGAGCG 3′
	

	BOX-PCR
	BOX1
	5′ CTACGGCAAGGCGACGCTGACG 3’
	variable

	REP-PCR
	Bc-REP-1
	5′ ATTAAAGTTTCACTTTAT 3′
	variable

	
	Bc-REP-2
	5′ TTTAATCAGTGGGG 3′
	

	cry1A
	JBC93F
	5’ AGAAGGAGATATAACCATGGATAACAATCCGAACATCAATGAA 3’
	~3500

	
	JBC94R
	5’ GGAGATGGGAAGTCATTATTCCTCCATAAGRAGTARTTCCAC 3’
	

	cry1B 
	JBC41for
	5’ AGAAGGAGATATAACTATGACTTCAAATAGGAAAAATGAGAATGAAAT 3’
	~3600

	
	JBC103R
	5’ GGAGATGGGAAGTCATTATTCTTCCATRAGGAGTARTTCCAC 3’
	

	cry1I
	JBC82F
	5’ GAAATCTTTATGGAACATGTAGA 3’
	~1800

	
	JBC83R
	5’ TTTAACTATCTCGAATAATTCTCT 3’
	

	cry1J 
	JBC98F
	5’ AGAAGGAGATATAACTATGGAGATAAATAATCAGAASCAATGCATACCA 3’
	~3500

	
	JBC94R
	5’ GGAGATGGGAAGTCATTATTCCTCCATAAGRAGTARTTCCAC 3’
	

	cry2 
	JBC55F
	5’ AGAAGGAGATATAACTATGAATAVTGTATTGAATAGTGGAAGAA 3’
	~1900

	
	JBC57R
	5’ GGAGATGGGAAGTCATTAATAAAGTGGTGGAAGATTAGTTG 3’
	

	cry9 
	JBC50for
	5’ AGAAGGAGATATAACTATGAATCGAAATAATCMAAATGAATATGAA 3’
	~3500

	
	JBC51rev
	5’ GGAGATGGGAAGTCATTACTCTTGTGTTTCAATGAACTCA 3’
	

	vip3Aa
	MID2for
	5’ TTTATTCGGGCGTTCAGC 3’
	~950

	
	MID2rev
	5’ ATTTGCTTTCCACGGCTCT 3’
	

	chiA
	Chi2BtF	
	5’ AGAAGGAGATATAACTATGAGGTCTCAAAAATTCACACTGCTAT 3’
	~2000

	
	Chi2BtR
	5’ GGAGATGGGAAGTCATTAGTTTTCGCTAATGACGGYATTTAAAAG 3’
	

	chiB
	Chi1BtF
	5’ AGAAGGAGATATAACTATGTTAAACAAGTTCAAATTTTTTTGTTG 3’
	~1350

	
	Chi1BrR
	5’ GGAGATGGGAAGTCATTATTTTTGCAAGGAAAGACCATCAA 3’
	




Supplementary Table S2. Mass spectrometry analysis of the parasporal crystal proteins, produced by BG11, BG12 and BG15 isolates, resolved on SDS-PAGE. The analysis was performed using Mascot software. For comparison, the last column summarizes pesticidal protein genes present in genomes of BG strains, detected via PCR. 
	Strain
	Crystal protein
	NCBI Acc. No.
	Fit
	Monoisotrope mass
	Score
	emPAI
	Genes detected by PCR

	BG11
	Cry1Ba
	P0A373
	78%
	140644
	31996
	10,55
	cry1Ba, cry1I, cry2A, cry9E, vip3Aa, chiA, chiB

	
	Cry1Be
	O85805
	29%
	140025
	14247
	1,49
	

	
	Cry1Jb
	Q45716
	11%
	134668
	5678
	0,46
	

	
	Cry1Bc
	Q45774
	12%
	141449
	3201
	0,57
	

	
	Cry1Eb
	Q03745
	10%
	134546
	4316
	0,42
	

	BG12
	Cry1Ba
	P0A373
	81%
	140644
	37396
	13,16
	cry1Ba, cry1I, cry2A, cry9E, vip3Aa, chiA, chiB

	
	Cry1Be
	O85805
	34%
	140025
	16131
	1,8
	

	
	Cry9Ea
	Q9ZNL9
	28%
	130500
	2793
	1,49
	

	
	Cry1Ab
	P0A370
	21%
	131284
	3438
	1,04
	

	
	Cry1Aa
	P0A366
	20%
	134007
	3414
	0,95
	

	
	Cry1Jb
	Q45716
	10%
	134668
	6664
	0,51
	

	
	Cry1Eb
	Q03745
	9%
	134546
	4069
	0,46
	

	BG15
	Cry1Ba
	P0A373
	79%
	140644
	38486
	12,77
	cry1Ba, cry1I, cry2A, cry9E, vip3Aa, chiA, chiB

	
	Cry1Be
	O85805
	28%
	140025
	16540
	1,64
	

	
	Cry1Bd
	Q9ZAZ5
	20%
	140595
	9180
	1,06
	

	
	Cry1Ac
	P05068
	22%
	134160
	2460
	0,88
	

	
	Cry1Aa
	P0A366
	21%
	134007
	3226
	0,95
	

	
	Cry1Ab
	P0A370
	20%
	131284
	2610
	1,04
	

	
	Cry1Jb
	Q45716
	9%
	134668
	6843
	0,41
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Supplementary Table S3. Diversity of cry1Ba genes in B. thuringiensis BG strains.
	Strain
	Nucleotide positions

	
	348
	533
	588
	676
	685
	730
	1122
	1123
	1150
	1260
	1381
	1394
	1423
	1460
	1947
	1983
	2158
	2476
	2603
	2672
	2699
	2716
	2768
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