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Fig. S1 The codon-optimized nucleotide sequence encoding BcXyn26B.      1  ATGAAAAGCATCCTGAAGTATATTATCCTGCCGCTGCTGTTTACCAGCTGTATTGGTTGTGAAAACAAAGAACATGAT  78     
         M  K  S  I  L  K  Y  I  I  L  P  L  L  F  T  S  C  I  G  C  E  N  K  E  H  D  
     79  ACACCGGCACCGGAACCGAATGAACGTGAACTGAGCAAATATGAACCGGAAGATGGTAAATGCTTTGTGTTTATTGGT  156    
         T  P  A  P  E  P  N  E  R  E  L  S  K  Y  E  P  E  D  G  K  C  F  V  F  I  G  
    157  CAGGATCTGGGTGCAGTTGGTGGTCTGGAACAGTATAATGAAGGTTATTGCGATCATTTTCAGACACCGGCAGGTATT  234    
         Q  D  L  G  A  V  G  G  L  E  Q  Y  N  E  G  Y  C  D  H  F  Q  T  P  A  G  I  
    235  ACCGTGTATTTAGGTTTAGGTGGTAGCGATACCGATAAAGTTAGCGGTCTGTATGATATTGATAATTGGGGTAGCGGT  312    
         T  V  Y  L  G  L  G  G  S  D  T  D  K  V  S  G  L  Y  D  I  D  N  W  G  S  G  
    313  GATTGTTGTGCAAATCTGTATCCGCAGAGCGAACGTTTTAACAATAGCATGATTGCCGTTGGTCTGGCCATTGTTGGT  390    
         D  C  C  A  N  L  Y  P  Q  S  E  R  F  N  N  S  M  I  A  V  G  L  A  I  V  G  
    391  AATGAAACCGATATTGCAAGCGGTAAATATGACCGCAAACTGGATATTATTGGCGAGTGGTTCAAAAAACTGGCACCG  468    
         N  E  T  D  I  A  S  G  K  Y  D  R  K  L  D  I  I  G  E  W  F  K  K  L  A  P  
    469  CGTCCGGTTTTTCTGCGCATTGGTTATGAATTTGATGGCACCGATTGGAATCATTATGTTCCGGAAACCTATATTCCG  546    
         R  P  V  F  L  R  I  G  Y  E  F  D  G  T  D  W  N  H  Y  V  P  E  T  Y  I  P  
    547  GCATACAAACATATCAAAGATCACTTTGATGCCGCAGGCATTCATAATGTTGCCTATGTTTGGCAGAGCAAAGGTGAT  624    
         A  Y  K  H  I  K  D  H  F  D  A  A  G  I  H  N  V  A  Y  V  W  Q  S  K  G  D  
    625  GGTACACCGCTGAGCGATATGCAGAAATGGTATCCGGGTGATGAATATGTTGATTGGTGTGCCTATAGCTATTTTGGT  702    
         G  T  P  L  S  D  M  Q  K  W  Y  P  G  D  E  Y  V  D  W  C  A  Y  S  Y  F  G  
    703  CAGCCGGATCAGGTTATGATTGAATTTGCACGTATGAAAGGCAAGCCGGTTTTTATTGCAGAAAGCACCCCTGTTTTT  780    
         Q  P  D  Q  V  M  I  E  F  A  R  M  K  G  K  P  V  F  I  A  E  S  T  P  V  F  
    781  CAGAAAGGCCAGACCTATTTTGATGCGGATATCAAAAAACCTGAGATCGCACGTAAAATCTGGGATGAATGGTTTACC  858    
         Q  K  G  Q  T  Y  F  D  A  D  I  K  K  P  E  I  A  R  K  I  W  D  E  W  F  T  
    859  AAATTCTTCAGCGTGATCGAAGAAAACAGTGATGTTGTTAAAGCCTTCAGCTACATTAACGTTGAATGGCTGAGCCAG  936    
         K  F  F  S  V  I  E  E  N  S  D  V  V  K  A  F  S  Y  I  N  V  E  W  L  S  Q  
    937  CCGATGTGGATTGTTAATGTTACCTTTCAGCAGTGCGATAGCCGTATTCAGCAGTCAGAATATGTTAGCAACCACTGG  1014   
         P  M  W  I  V  N  V  T  F  Q  Q  C  D  S  R  I  Q  Q  S  E  Y  V  S  N  H  W  
   1015  AAAGAAAAAGTGAGCGGTAATGGTTATATTCATGCAGCAGAACTGGATTGGAGCAAACTGCCGCAG  1080   
         K  E  K  V  S  G  N  G  Y  I  H  A  A  E  L  D  W  S  K  L  P  Q  

 Numbering shows nucleotide positions. The coding region is displayed and its translation is given in the single-letter amino acid code.
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