SUPPLEMENTARY MATERIAL
Table S1. Locus-specific diversity measures for the total sample of raccoons (n=174).
	Locus
	Source
	Na
	HO
	HE
	FIS
	p

	PLO-M20
	Cullingham et al. 2006
	17
	0.734
	0.829
	0.115
	0.005

	PLO2-14
	
	13
	0.786
	0.841
	0.065
	0.011

	PLO-M17
	
	11
	0.753
	0.883
	0.147
	0.000*

	PLO3-86
	
	20
	0.753
	0.859
	0.123
	0.005

	PLOT-01
	Fike et al. 2007
	3
	0.520
	0.539
	0.033
	0.369

	PLOT-02
	
	9
	0.605
	0.818
	0.261
	0.000*

	PLOT-03
	
	8
	0.447
	0.661
	0.324
	0.000*

	PLOT-05
	
	10
	0.757
	0.795
	0.047
	0.014

	PLOT-06
	
	10
	0.424
	0.443
	0.041
	0.250

	PLOT-07
	
	7
	0.453
	0.507
	0.105
	0.023

	PLOT-08
	
	8
	0.451
	0.460
	0.018
	0.435

	PLOT-10
	
	8
	0.465
	0.485
	0.041
	0.204

	PLOT-11
	
	6
	0.509
	0.543
	0.063
	0.196


Na – number of alleles; HO – observed heterozygosity, HE – expected heterozygosity; FIS – inbreeding coefficient; p* –significant departure from Hardy-Weinberg equilibrium after Bonfferoni correction
Table S2. Jackknifing procedure for calculating overall inbreeding coefficient, removing one microsatellite locus at a time.
	Jackknifing without locus
	FIS

	PLO-M20
	0.116

	PLO2-14
	0.122

	PLO-M17
	0.113

	PLO3-86
	0.115

	PLOT-01
	0.122

	PLOT-02
	0.101

	PLOT-03
	0.099

	PLOT-05
	0.123

	PLOT-06
	0.120

	PLOT-07
	0.117

	PLOT-08
	0.122

	PLOT-10
	0.120

	PLOT-11
	0.120

	Mean +-SD 
	0.117+- 0.00067
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