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class 13102 | Family_II 0 _Gplla 113047
| Cyanobacteria/Chloroplast 363 family 3047 genus 113047
phylum 114731 Chlorophyta 46
genus 46
Chloroplast 0  _Chloroplast 505 | Cryptomonadaceae 269
class 1266 family 1266 | genus 269
Bacillariophyta 446
genus 446
Balneola 17335
_, Chitinophagaceae 47880 [ger\us 17335
family 68285 | Gracilimonas 3070
genus 3070
Fulvivirga 2
genus
Reichenbachiella 4
genus 4
| Flammeovirgaceae 1887 | Fabibacter 22863
_ Sphingobacteria 0 _ Sphingobacteriales 3372 family 0096 | genus e - o .
class 120704 order 120704 Roseivirga echinicomitans 14
species
Roseivirga 11279 | Roseivirga sp. enrichment culture clone NE 24
genus 11340 | species 24
Roseivirga sp. WH299 23
species 23
| Sphingobacteriaceae 0 _ Solitalea 115
family 115 genus 115
|, Saprospiraceae 14 _ Haliscomenobacter 12822
family 12836 genus 12822
Odoribacter 35
| Bacteroidia 0 _ Bacteroidales 0 _ Porphyromonadaceae 35 [Qenus 35
class 75 order 75 family 75 |, Barnesiella 5
genus 5
_ Gilvibacter 2
genus 2
| Euzebyella 0 _ Euzebyella saccharophila 5
genus 5 species 5
Actibacter sp. W113 41
| Actibacter 0 | species 41
genus 81 |, Actibacter sediminis 40
species 4
| Kriegella o
genus
| Croceitalea 1345
genus 1345
| Winogradskyella 27
genus 31
|, Jejuia 0
genus 1
| Maribacter 10
genus 10
Polaribacter sp. BG-1-R2 10
species 10
Polaribacter sp. NBRC 101040 13
species 3
Polaribacter sp. NBRC 101306 11
species
| Polaribacter 391 | Polaribacter sp. J15-9 2
genus 481 | species 2
Polaribacter sp. K20-5 14
species
Polaribacter sp. PG-19 21
species 21
Polaribacter sp. p1sl 18
species 18
| Flavobacterium 34 _ Flavobacterium sp. 1-C-1 36
| Bacteroidetes 4573 genus 72 specles *
phylum 223380 _ Flavobacteriaceae 57375 | Aestuariicola 17
family 62966 | genus
Eudoraea sp. b2 13
| Eudoraea 4 [species 13
genus 32 | Eudoraea sp. g27 6
species 6
Arenibacter sp. NH440 159
species 159
| Arenibacter 225 | Arenibacter sp. 394 148
genus 651 | species 148
Arenibacter sp. NH36A 119
species 119
| Cellulophaga 2252
genus
| Formosa 311
genus 311
Tenacibaculum sp. 35 55
species 55
Tenacibaculum sp. 116 8
species 8
. Flavobacteria 0 _ Flavobacteriales 12634 Tenacibaculum sp. WEXT4 57
class 97803 order 97803 |, Tenacibaculum o0 species 57
genus 273 | Tenacibaculum sp. MAR_2010_175 51
species 51
Tenacibaculum sp. MAR_2010_89 49
species 9
Tenacibaculum sp. MGP-74/AN6 53
species 53
| Yeosuana 7
genus 7
| Lutimonas 0
genus 3
|, Ulvibacter o
genus 3
| Lutibacter 13
genus 13
Wandonia 300
genus 300
Crocinitomix 12940
genus 12940
L. Cryomorphaceae 6536 Lishizhenia 3
family 22203 | genus 3
Brumimicrobium 2
genus 2
Owenweeksia 2422
genus 2422
Prolixibacter 6 _ Prolixibacter sp. MA-6 120
| Bacteroidetes_incertae_sedis 35 [genus 126 species 120
class 225 | Marinifilum 64
genus
WS3 0 _WS3_genera_incertae_sedis 31
phylum 31 genus 31
.Phycisphaerae 0 _ Phycisphaerales 0 _ Phycisphaeraceae 0 _ Phycisphaera 100
| Planctomycetes 30 class 100 order 00 family 100 genus 100
ohylom T ) Rhodopirellula 10
Planctomycetacia 0 _Planctomycetales 0 _ Planctomycetaceae 96 [ger\us 10
class 194 order 194 family 194 | Blastopirellula 88
genus 88
Anaerococcus octavius 18
Clostridiales_Incertae_Sedis_XI 0 _ Anaerococcus 0 [Species 18
_Clostridia 0 _ Clostridiales © family 4 genus 44 | Anaerococcus sp. 9402080 15
class 55 order 55 species ”
Lachnospiraceae 0 _ Clostridium_XIVb 11
family 11 genus 11
Lactobacillales 0 _ Streptococcaceae 0 _ Streptococcus 12
order 32 family 32 genus
Staphylococcus 4
Bacilli 0 Staphylococcaceae 0 | genus 67
Firmicutes 6 | class 718 family 94 | Macrococcus 25
[ phylum 785 genus 27
" Bacillaceae_1 0 _Bacillus 0 _ Bacillus sp. CulL42 16
Bacillales 1 "
order cac | family 34 genus 34 species 16
. Bacillales_Incertae_Sedis_XI 0 _Gemella 0
family 19 genus 19
Pasteuriaceae 0 _ Pasteuria 538
family 538 genus 538
L. Erysipelotrichia 0 _ Erysipelotrichales 0 _ Erysipelotrichaceae 6
class order 6 family 6
Methylophilus 1150
_ Methylophilales 0 _ Methylophilaceae 8912 [ger\us 1150
order 11674 family 11674 | Methylotenera 1611
genus
Polynucleobacter 416
_ Burkholderiaceae 62 | genus
family 495 | Wautersia 17
genus 17
_ Delftia 27
genus 27
_ Diaphorobacter sp. GS-1 212
species 212
| Diaphorobacter sp. MC-pb1 196
species 196
_ Betaproteobacteria 2425 ﬂgeac;‘aef;orobacter sp. PD-12 fgz
class e | Diaphorobacter sp. DS3 219
species 219
| Diaphorobacter sp. bk_62 252
species 252
| Diaphorobacter sp. PD-7 223
species 223
|, Diaphorobacter sp. KOTLB 225
species
| Diaphorobacter 24 | Diaphorobacter sp. NA5 211
genus 3418 | species 211
|, Diaphorobacter sp. R9 222
species 222
| Burkholderiales 7072 | Comamonadaceae 904 | Diaphorobacter sp. TPD-1 245
order 13512 | family 4469 species 245
| Diaphorobacter sp. R-41385 197
species 197
| Diaphorobacter sp. Phe82 240
species
| Diaphorobacter sp. F2 254
species 254
| Diaphorobacter sp. enrichment culture clone NFL-7 243
species 243
L. Diaphorobacter sp. P2 248
species 248
| Albidiferax 72
genus 7
| Hydrogenophaga 1 _ Hydrogenophaga sp. GPTSA100-12 14
genus 15 species 14
| Alicycliphilus 18
genus 18
L. Limnohabitans 0
genus 1
| Variovorax 12
genus 13
Massilia 31
| Oxalobacteraceae 1406 [genus 59
family 1476 | Naxibacter 1
genus 11
Malonomonas 1
_ Desulfuromonadales 0 _ Desulfuromonadaceae 12 [genus 1
order 42 family 42 | Desulfuromonas 3 _ Desulfuromonas sp. enrichment culture clone TF 26
genus 29 species 26
Desulfofustis 14
genus
| Desulfobacterales 0 _ Desulfobulbaceae 72 | Desulforhopalus 12 _ Desulforhopalus singaporensis 46
order 145 family 145 | genus 58 species 46
| Deltaproteobacteria 3470 Desulfopila 1
class 3999 genus 1
Peredibacter 32
| Bdellovibrionales 0 _ Bacteriovoracaceae 49 | genus 32
order 106 family 106 | Bacteriovorax 25
genus 25
Polyangiaceae 10
| Myxococcales 195 [fam\\y 10
order 236 | Cystobacteraceae 0 _ Anaeromyxobacter 31
family 31 genus 31
Coxiellaceae 0 _ Coxiella 32
_ Legionellales 0 [fam\\y 32 genus 32
order 56 |, Legionellaceae 0 _ Legionella 1 _ Legionella sp. H052920586 23
family 24 genus 24 species 23
| Pasteurellales 0 _ Pasteurellaceae 36
order 36 family 36
_ Halomonas sp. YCWA49 25
species 25
| Halomonas sp. A-3 173
species 173
| Halomonas sp. A-2 149
species 149
| Halomonas kribbensis 88
species 88
L Halomonas xianhensis 178
species 178
| Halomonas sp. Sa4-21 4518
species 4518
_ Halomonadaceae 1 _Halomonas 118 | Halomonas phoceae 9735
family 31156 genus 31155 | species 9735
| Halomonas sp. Ijh-38 69
species 69
L Halomonas sp. A-7 1255
species 1255
| Halomonas sp. A-4 176
species 176
| Halomonas sp. A-9 718
species 718
| Halomonas sp. A-8 148
| Oceanospirillales 725 species 148
order L. Halomonas rifensis 13804
species 13804
Nitrincola sp. E-048 35
species 35
Nitrincola lacisaponensis 278
species 8
Nitrincola sp. E-038 274
Nitrincola 48 species 274
genus 1428 | Nitrincola sp. LARO5R7 237
species 237
L Oceanospirillaceae 805 's\‘pt;‘::o‘a sp- LAROSR4 igz
femily o Nitrincola sp. LAROSR3 269
species 269
Marinomonas 23
genus 23
Congregibacter 5 _ Congregibacter litoralis KT71 25
genus 0 species 25
Alkalimonas 8
genus 8
Spongiibacter 0
genus 3
| Gammaproteobacteria_incertae_sedis 9266 | Sedimenticola 9
order 9618 | genus 9
Porticoccus 232
genus
Arenicella 21
genus 21
Umboniibacter 2 _ Umboniibacter marinipuniceus 47
genus 49 species 47
Haliea sp. MOLA 104 8
species 8
Haliea sp. SY02 67
Haliea 7779 | species 67
genus 7943 | Haliea rubra 6
species 6
_ Alteromonadaceae 42? :’aelc'z: sp. DSW4-36 Zg
family F9 Melitea 2
genus 2
Aestuariibacter 25
genus 25
_ Shewanella sp. FS10-6 63
species
| Shewanella sp. W3 910
species 910
| Shewanella sp. Asc-3 ASCBAC 3
species 3
| Shewanella sp. GHt9-1 396
species 396
| Shewanella sp. IRL546 2
species 2
| Shewanella sp. CL256/73 1
species 1
| Shewanella sp. A6.mk 36
species 36
L. Shewanella sp. LaSQ1 11
species 11
| Shewanella sp. LaSQ7 9
species 9
| Shewanella sp. S5-8 2
species 2
| Shewanella sp. L1-1 63
species 63
| Shewanella sp. T4-02 28
species 28
| Shewanella sp. enrichment culture clone KWE30-29 596
species 596
| Shewanella sp. LC4f 94
species 94
| Shewanella sp. 8111 100
species 100
| Shewanella sp. 176 6
species 6
| Shewanella sp. C136 288
species 288
| Shewanella sp. MR-7 54
species 54
| Shewanella sp. SDT1 4
species 4
| Shewanella sp. SS263-9 21
species 21
| Shewanella sp. WA3 327
species 327
| Shewanella pealeana 1
species
| Shewanella sp. MCCB 144 2
species 2
| Shewanella sp. IRL567 1
species
| Shewanella sp. EM0501 257
species 257
L. Shewanella sp. enrichment culture clone HS-shanghai2011-1 1080
species 1080
| Shewanella pacifica 17
species 17
| Shewanella sp. KTSW-7 4
species 4
| Shewanella sp. PM-DT08 3
species 3
| Shewanella sp. IAJ5 4
species 4
| Shewanella aquimarina 178
species 178
| Shewanella pneumatophori 1
species
| Shewanella sp. BJGMM-B28 1017
species 1017
L. Shewanella sp. YASM-24 523
species 523
| Shewanella haliotis 10
species
| Shewanella sp. SG133 889
species 889
| Shewanella sp. MEBIC05420T 410
species 410
| Shewanella sp. IRL569 3
Alteromonadales 18 | Shewanellaceae 0 _Shewanella 1072 | species 3
[ order 53117 | family 14685 genus 14688 | Shewanella pealeana ATCC 700345 5
species 5
L. Shewanella halifaxensis HAW-EB4 3
species 3
| Shewanella sp. CGR-L1 1
species 1
| Shewanella sp. S203 4
species 4
| Shewanella sp. DF17 97
species 97
| Shewanella sp. MFC_14 50
species 50
| Shewanella sp. SIC1 10
species 10
| Shewanella sp. ANG.309 9
species 9
| Shewanella sp. 62 23
species 23
L Shewanella amazonensis SB2B 3
species 3
| Shewanella sp. TS29 3
species 3
. | Shewanella sp. HDC46 93
|, Gammaproteobacteria 63716 species 93
class s | Shewanella sp. A317 394
species 394
| Shewanella sp. HDC51 3
species 3
| Shewanella sp. TVS38 7
species 7
| Shewanella sp. C27 87
species 87
Bacteria 3560 | Shewanella sp. J1.1E6 90
[ domain 870822 species o
| Shewanella sp. JC161 97
species 97
| Shewanella sp. Zh2-3 85
species 85
| Shewanella sp. T6 4
species 4
| Shewanella sp. ES03 9
species 9
L. Shewanella sp. TLE1CO5 104
species 104
| Shewanella sp. a111-132 66
species 66
L Shewanella sp. ML-S2 3
species 3
| Shewanella marinintestina 4
species 4
| Shewanella sp. Iso-W9 922
| Proteobacteria 5943 species 922
phylum 339419 | Shewanella sp. UAM38 1618
species 1618
| Shewanella sp. 14A 2
species 2
| Shewanella sp. B225 3
species 3
| Shewanella sp. VA_C1-3 2
species 2
| Shewanella indica 105
species 105
L. Shewanella sp. SOMBO46 41
species 41
| Shewanella sp. AM9 2098
species 2098
L. Shewanella sp. AM10 18
species 18
| Shewanella sp. SEM18 6
species 6
| Shewanella sp. Mex36.2 52
species 52
| Shewanella sp. 13-24 24
species 24
L. Shewanella sp. SOEmb24 3
species 3
Pseudoalteromonas 1
| Pseudoalteromonadaceae 0 [genus 1
family 12 | Algicola 11
genus 11
| Moritellaceae 0 _ Moritella 2
family 3 genus 3
L, Chromatiales 53 _ Ectothiorhodospiraceae 15
order 68 family 15
_Vibrio sp. VPMP16 22
species
L, Vibrio sp. VPMP18 14
species
| Vibrio sp. VPMP17 42
species 42
|, Vibrio sp. S1124 14
species 14
| Vibrio sp. PaD1.21b 11
species
L, Vibrio sp. EF1C-CB167 23
species 23
| Vibrio sp. PaD1.20a 13
species 13
|, Vibrio sp. PaD1.18c1 23
species 23
| Vibrio sp. PaD1.18a 9
species 9
L, Vibrio sp. S4202 11
species 11
| Vibrio sp. r62 32
species 32
L, Vibrio sp. MT1 27
species 27
| Vibrio sp. UST981101-002 9
species 9
|, Vibrio sp. D6022 2
species 2
| Vibrio sp. No. 58 4
species 4
L. Vibrio sp. PaD1.22a 11
species
| Vibrio caribbeanicus 11
species 1
L, Vibrio sp. S1396 9
species 9
| Vibrio sp. f5 18
species 18
L, Vibrio sp. S1078 8
species 8
| Vibrio sp. VibC-0c-015 19
_Vibrio 26 | species 19
genus 764 | Vibrio sp. H-172 22
species 22
| Vibrio sp. $3705 5
species 5
L, Vibrio sp. S4076 10
species 10
| Vibrio sp. PB9-2 15
species 15
L, Vibrio sp. YASM-22 20
species 20
| Vibrio sp. PaD1.05 22
species 22
L, Vibrio sp. PaD1.09 15
species
| Vibrio sp. PaH1.12 6
species 6
L, Vibrio sp. VibC-Oc-008 9
species 9
| Vibrio sp. HE3 19
species 19
L, Vibrio sp. AKAO7-6 9
species 9
| Vibrio sp. PaD1.48 15
species 15
|, Vibrio sp. PaD1.08 18
species
L Vibrio sp. IM06 7
- - species 7
| Vibrionales 0 _ Vibrionaceae 11Z Vibrio sp. PaD1.10 15
order 1001 family 1001 r
species 15
| Vibrio sp. RM173 27
species 27
L, Vibrio sp. J-52-12 54
species 54
| Vibrio sp. PaD1.53 11
species 11
L Vibrio sp. LMG 19270 12
species
| Vibrio sp. R-14968 11
species
L, Vibrio sp. VibC-Oc-132 5
species 5
Photobacterium leiognathi 6
species 6
Photobacterium sp. OSar2 1
| Photobacterium 36 | species 1
genus 105 ] Photobacterium damselae 13
species 13
Photobacterium sp. Pc244 17
species 17
| Listonella 2
genus 2
| Allomonas 1
genus
| Lucibacterium 2
genus 2
L. Enterovibrio 9
genus 10
Escherichia/Shigella 43
| Enterobacteriales 0 _ Enterobacteriaceae 2 | genus 43
order 50 family 50 | Buttiauxella 5
genus 5
Pseudomonadaceae 16
family 16
_ Enhydrobacter o
genus 41
Pseudomonadales 0 _ Acinetobacter sp. Aa7 12
" order 395 species 12
L. Acinetobacter sp. HJ2 3
species 3
Moraxellaceae 0 AAcin.etobacter sp. FL33 IE
family 379 species -
|, Acinetobacter sp. enrichment culture clone WW1_3-53 7
species 7
| Acinetobacter sp. DSVP8 11
species 1
| Acinetobacter sp. FW 2
L Acinetobacter 63 | species 2
genus 338 | Acinetobacter sp. SW 30 9
species 9
|, Acinetobacter sp. 31 2
species 2
| Acinetobacter sp. TB40 14
species 14
|, Acinetobacter sp. TPS13 5
species 5
| Acinetobacter sp. C-4 11
species 11
L. Acinetobacter sp. PH2 18
species 18
_ Arcobacter sp. MS30 7
species 7
|, Arcobacter cloacae 13
species 13
| Arcobacter sp. D5019 3
species 3
| Arcobacter sp. UDC313 6
species 6
| Arcobacter sp. HME6609 20
species {
| Arcobacter sp. 69948 10
species 10
| Arcobacter sp. JNU-H033 7
species 7
| Arcobacter sp. F79-2 16
species 16
| Arcobacter sp. F61 13
_ Campylobacteraceae 0 _ Arcobacter 26 | species 13
family 228 genus 228 | Arcobacter sp. ONE-2 13
species 13
| Arcobacter sp. 78e 6
species 6
|, Arcobacter sp. JC83 12
species 12
| Arcobacter sp. R-28214 12
species
| Epsilonproteobacteria 0 _ Campylobacterales 0 ﬂ:)r;?ebsacter butzleri RM4018 ‘1?)
class 7L order s | Arcobacter cibarius 13
species 13
| Arcobacter sp. AM16 11
species 11
| Arcobacter butzleri ED-1 10
species )
L. Arcobacter sp. BSs20195 20
species 20
| Helicobacteraceae 0 _ Sulfurimonas 43
family 43 genus
_ Labrenzia 12
genus 31
| Roseibacterium 773
genus 773
Roseovarius sp. kmb21 356
| Roseovarius 705 species 356
genus 1387 [Roseovarius sp. RP8 324
species 324
L. Silicibacter 0
genus 2
| Donghicola 0
genus 2
| Thalassobius 404
genus 410
| Ruegeria 22
genus 22
L Nereida 1 _ Nereida sp. UDC479 108
genus 109 species 108
| Paracoccus 11
_ Rhodobacterales 0 _ Rhodobacteraceae 29547 | genus
order 32769 family 32769 | Phaeobacter 2 _ Phaeobacter sp. SSK6-1 65
genus 67 species 65
| Rhodobacter 20
genus 22
L. Primorskyibacter 16
genus 16
| Oceanicola 36 _ Oceanicola pacificus 176
genus 214 species 176
L. Sulfitobacter 1
genus 1
Marivita sp. RCC 1920 31
species
|, Marivita 0 Marivita litorea 38
genus 148 | species 8
Marivita cryptomonadis 79
species 79
L. Shimia o
genus 2
| Pacificibacter 5
genus 5
Nisaea 445 _ Nisaea sp. MOLA 131 9
| Rhodospirillales 363 _ Rhodospirillaceae 20949 | genus 454  species E
order 21836 family 21473 | Oceanibaculum 70
genus 70
L Kiloniellales o0 _ Kiloniellaceae 0 _ Kiloniella 3
order 3 family genus 3
| Parvularculales 0 _ Parvularculaceae 0 _Parvularcula 10
order 10 family 10 genus
| Rickettsiales 22
order
_ Rhizobiaceae 0 _ Rhizobium 19
family 31 genus 31
|, Bradyrhizobiaceae 0 _ Bradyrhizobium 0
family 1 genus 1
| Alphaproteobacteria 110234 Methylobacterium sp. MSF 31 1
class 169401 species 1
Methylobacterium sp. P2 4
species 4
Methylobacterium sp. 104 124
| Methylobacteriaceae 0 _ Methylobacterium 10 | species 124
family 240 genus 240 | Methylobacterium sp. sh_6 1
| Rhizobiales 2863 species 1
order 3185 Methylobacterium sp. nac_13 25
species 25
Methylobacterium longum 73
species 73
Anderseniella 0 _ Anderseniella sp. BB54 15
| Rhodobiaceae 0 [genus 23 " species 15
family 35 |, Parvibaculum 12
genus 12
| Hyphomicrobiaceae 5 _ Filomicrobium 9
family 14 genus 9
L, Phyllobacteriaceae 0 _ Hoeflea 0
family genus 1
Novosphingobium 1
Sphingomonadaceae 0 [Qenus 1
family 42 | Sphingomonas 14
genus a1
L Sphingomonadales 0 Erythrobacter 35
order 1329 genus 35
Erythrobacteraceae 823 :)Izz::rythrobacter sp. CC-AMWO-103A 1‘1:
family Altererythrobacter sp. JL1452 102
Altererythrobacter 7 species 102
genus 429 | Altererythrobacter sp. R83-1 107
species 107
Altererythrobacter sp. OB38-2 96
species 96
Hyphomonadaceae 0 _ Hyphomonas 12
L Caulobacterales 0 [famllv 12 genus
order 13 | Caulobacteraceae 0 _ Asticcacaulis 1
family 1 genus 1
|, Chloroflexi 35
phylum 35
_Solirubrobacterales 78 _ Conexibacteraceae 0 _ Conexibacter 134
order 212 family 134 genus 134
L Nitriliruptorales 0  _ Nitriliruptoraceae 0 _ Nitriliruptor 161
order 161 family genus 161
Acidimicrobineae_incertae_sedis 0 _ Aciditerrimonas 22
family 22 genus 22
L. Acidimicrobiales 65 ,:amlaceae ?, ~lamia 20
v o | family ) genus 20
Tlumatobacter nonamiensis YM16-303 1886
Acidimicrobiaceae 0 _Ilumatobacter 131 [species 1886
family 4542 genus 4542 | Tlumatobacter fluminis 2524
species 524
_ Streptomycetaceae 0 _ Streptomyces 1
family 18 genus 18
|, Sporichthyaceae 0 _ Sporichthya 26
family 26 genus 26
_ Propionibacterium acnes TypeIA2 P.acn17 24
species 24
L. Propionibacterium sp. 215 3
species 3
L Actinobacteria 0 _ Actinobacteria 52 | Propionibacterium sp. B12 5
phylum 183938 class 183938 cpecies :
L. Propionibacterium sp. RB9 9
species 9
| Propionibacterium sp. enrichment culture clone MRHull-FeSM-11E 36
species 36
L. Propionibacterium sp. enrichment culture clone MRBiofilm-SM-03B 30
species 30
| Propionibacterium acnes C1 5
species 5
|, Propionibacterium sp. MSeoKT1 8
species 8
| Propionibacterium sp. S3PFS1 2
species 2
L. Propionibacterium sp. Ob aa 02 14
species 14
| Propionibacterium sp. oral taxon 193 14
|, Propionibacteriaceae 0 _ Propionibacterium 2 species 14
family 316 genus 316 | Propionibacterium acnes SK137 7
. species 7
L Actinomycetales 12697 | Propionibacterium sp. MSPO9A 27
order 178864 "
species 2
L. Propionibacterium sp. MSeoKT2 35
species
| Propionibacterium sp. S3PFS2 4
species 4
|, Propionibacterium sp. MA 4
species 4
| Propionibacterium sp. W16 4
species 4
L. Propionibacterium sp. V07/12348 16
species 16
| Propionibacterium acnes 6609 6
species 6
L, Propionibacterium acnes ATCC 11828 28
species 28
| Propionibacterium acnes TypeIA2 P.acn33 14
species 14
L. Propionibacterium sp. SK2 15
species 15
| Promicromonosporaceae 0 _ Cellulosimicrobium 13
family 13 genus 13
|, Beutenbergiaceae 0 _ Beutenbergia 7
family 7 genus 7
| Corynebacteriaceae 0 _ Corynebacterium 17 _ Corynebacterium sp. L-2012475 15
family 32 genus 32 species 15
Microcella 905
L. Microbacteriaceae 164630 [genus 905
family 165555 | Cryobacterium 20
genus 20
| Tenericutes 0 _ Mollicutes 0 _Acholeplasmatales 0 _ Acholeplasmataceae 0 _Acholeplasma 1799
phylum 1799 class 1799 order 1799 family 1799 genus 1799
| Gemmatimonadetes 0 _ Gemmatimonadetes 0 _ Gemmatimonadales 0 _ Gemmatimonadaceae 0 _ Gemmatimonas 51
phylum 51 class 51 order 51 family 51 genus 51
Propionigenium 58 _ Propionigenium maris 15
genus 73 species
Fusobacterium 35
| Fusobacteria 0 _ Fusobacteria 0 _ Fusobacteriales 0 _ Fusobacteriaceae 3 genus 35
phylum 113 class 113 order 113 family 113 | Clostridium_XIX 1
genus 1
Ilyobacter 0
genus
Puniceicoccus 283
genus 283
Puniceicoccales 0 _ Puniceicoccaceae 91 | Coraliomargarita 452
order 888 family 888 | genus 452
Opitutae 26 Pelagicoccus 62
class 917 genus
Opitutales 0 _ Opitutaceae 0 _ Opitutus 3
order 3 family 3 genus 3
Subdivision3 0 _ Subdivision3_genera_incertae_sedis 362
L Verrucomicrobia 118 | class 362 genus 362
phylum 1 Haloferula harenae 4
species 4
Haloferula o Haloferula phyci 106
genus 133 | species 106
Verrucomicrobiae 0 _ Verrucomicrobiales 0 _ Verrucomicrobiaceae 945 Haloferula rosea 23
class 1194 order 1194 family 1194 species
Luteolibacter 98 _ Luteolibacter pohnpeiensis 18
genus species 18
Euryarchaeota 4 _ Thermoplasmata 0 _Thermoplasmatales 0 _Thermoplasmatales_incertae_sedis 0 _ Thermogymnomonas 1
L Archaea 0 [phylum 5 class 1 order 1 family 1 genus 1
domain 6 | Crenarchaeota 0 _ Thermoprotei 1
phylum 1 class 1
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