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Graphical tree produced by BioMas for the sample E3. For each node the
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assigned to the node (blue) and the sum of the reads assigned to the descendants

|, Bacteroidia 0
class 46
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| Fusobacteria 0
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Chloroplast 0  _Chloroplast 872 | Cryptomonadaceae 314
class 1662 family 1662 | genus 314
Bacillariophyta 453
genus 453
L OD1 o0 _OD1_genera_incertae_sedis 48
phylum 48  genus
L. Chlorobi 0 _ Ignavibacteria 0 _Ignavibacteriales 0 _ Ignavibacteriaceae 0 _ Ignavibacterium 72
phylum 72 class 72 order 72 family genus 2
_ Rhodothermaceae 20 _ Salisaeta 6
family 26 genus 6
Balneola 22282
| Chitinophagaceae 64299 | genus 22282
family 90856 | Gracilimonas 4275
genus 4275
Fulvivirga 59
. Sphingobacteria 0 _ Sphingobacteriales 4102 genus 59
class 159144 order 159144 | Flammeovirgaceae 2361 | Fabibacter 30752
family 48168 | genus 30752
Roseivirga 14996
genus 14996
| Sphingobacteriaceae 0 _ Solitalea 146
family 146 genus 146
| Saprospiraceae 0 _ Haliscomenobacter 15846
family 15846 genus 15846

_Gilvibacter 1

genus 1
| Maribacter 23
genus 2
| Euzebyella 0 _ Euzebyella saccharophila 13
genus 13 species 13
| Formosa 547
genus 547
| Croceitalea 1765
genus 1765
Polaribacter sp. BG-1-R2 28
species 28
Polaribacter sp. NBRC 101040 20
species
Polaribacter sp. NBRC 101306 28
species 8
| Polaribacter 303 | Polaribacter sp. pisi 48
genus 493 | species 48
Polaribacter sp. J15-9 10
species 1
Polaribacter sp. K20-5 29
species 29
Polaribacter sp. PG-19 19
species 19
| Ulvibacter 1
genus 5
| Kriegella o
genus 4
| Flavobacterium 50
| Bacteroidetes 5930 _ Flavobacteriaceae 75765 | genus 50
phylum 291913 family 83183 _ Tenacibaculum sp. 35 119
species 119
| Tenacibaculum sp. 116 30
species 30
| Tenacibaculum sp. SG-4 14
species 14
| Tenacibaculum sp. MAR_2010_175 116
| Tenacibaculum 12 species 116
genus 594 | Tenacibaculum sp. MAR_2010_89 117
species 117
| Tenacibaculum sp. C28 19
species 19
| Tenacibaculum sp. WEXT4 21
species
| Tenacibaculum sp. MGP-74/AN6 134
species 134
| Flavobacteria 0 _ Flavobacteriales 15956 dger'r‘eur;\bacter s:
class 126570 order 26570 | Cellulophaga 2524
genus 2924
| Winogradskyella 23
genus 24
Eudoraea sp. b2 39
| Eudoraea 14 [Species 39
genus 91 | Eudoraea sp. g27 29
species 29
| Yeosuana 20
genus 20
L, Gangjinia 1
genus
Wandonia 310
genus 310
Crocinitomix 16238
genus 16238
| Cryomorphaceae 8046 | Brumimicrobium 1
family 27431 | genus 1
Owenweeksia 2818
genus 2818
Fluviicola 18
genus 18
Prolixibacter 10 _ Prolixibacter sp. MA-6 82
L Bacteroidetes_incertae_sedis 12 | genus 92 species 82
class 223 | Marinifilum 119
genus 119
[LWS3 0 _WS3_genera_incertae_sedis 49
phylum 49  genus 49
Phycisphaerae 0 _ Phycisphaerales 0 _ Phycisphaeraceae 0 _ Phycisphaera 91
| Planctomycetes 10 class 91 order 91 family 91 genus o
phylum 280 Blastopirellula §9
Planctomycetacia 0 _ Planctomycetales 0 _ Planctomycetaceae 42 genus 89
class 179 order 179 family 179 | Planctomyces 48
genus 48
L. Chloroflexi 38 _ Anaerolineae 0 _ Anaerolineales 0 _ Anaerolineaceae 44 _Bellilinea 2
phylum 81 class 46 order 46 family 46 genus
Peptostreptococcaceae 6 _ Sporacetigenium 1
family 7 genus 1
Clostridiaceae_1 19 _ Anaerobacter 22
_Clostridia 0 _ Clostridiales 0 | family 41 genus
class 95 order 95 | Lachnospiraceae 26 _ Clostridium_XIVb 17
family 43 genus 17
Ruminococcaceae 0 _ Acetivibrio 4
family 4 genus 4
Lactobacillus 1
_ Lactobacillaceae 0 | genus 1
family 2 |, Pediococcus 1
genus 1
Streptococcus 5 _ Streptococcus sp. UKPF48b 11
genus 54 species 11
Streptococcaceae 0 Lactococcus sp. TP1M] ‘1
Lactobacillales 0 | family 384 spectes
[ order 2 Lactococcus sp. MARL29 2
Lactococcus 319 | species 2
Firmicutes 89 genus 330 | Lactococcus sp. MKRL26 ‘1
[ ohylum e species
Lactococcus sp. 329 3
species 3
| Bacilli o |, Carnobacteriaceae 0 _ Atopococcus 16

Propionigenium 46

genus

46

Fusobacterium 17

ceae 3
4 | genus

Psychrilyobacter 5

genus

|, Spirochaetes 0 _ Spirochaetes 0 _ Spirochaetales 0 _ Spirochaetaceae 0 _ Spirochaeta 0
6

genus

17
Psychrilyobacter atlanticus 13

species
28 | Psychrilyobacter sp. STAB703 10
species 10

_ Arcobacter sp. MS30 20
20

family 36 |, Virgibacillus 0
genus 7
| Bacillales 1 Staphylococcus ?
order 717 | Staphylococcaceae 0 genus 3
family 128 | Macrococcus 80
genus 92
| Pasteuriaceae 0 _ Pasteuria 552
family 552 genus 552
L. Erysipelotrichia 0 _ Erysipelotrichales 0 _ Erysipelotrichaceae 9 _ Turicibacter 3
class order 12 family 12 genus 3
_Solirubrobacterales 172 _ Conexibacteraceae 0 _ Conexibacter 240
order 412 family 240 genus 240
.Iamiaceae 0 _Iamia 18
family 18 genus 18
Tlumatobacter fluminis 2979
| Acidimicrobiales 40 Acidimicrobiaceae 0 _ Ilumatobacter 251 [species 2979
order 5554 | family 5494 genus 5494 | Tlumatobacter nonamiensis YM16-303 2264
species 2264
Acidimicrobineae_incertae_sedis 0 _ Aciditerrimonas 2
family 2 genus 2
Actinomadura 6
_ Thermomonosporaceae 2 genus 8
family 15 | Actinoallomurus 0
genus 5
Corynebacterium sp. HNRO6 2
species 2
Corynebacterium sp. SSL06 11
|, Corynebacteriaceae 0 _ Corynebacterium 4 | species 1
family 35  genus 35 | Corynebacterium ureicelerivorans 6
species 6
Corynebacterium sp. 1RN-3G 6
species 6
| Micrococcaceae 0 _ Arthrobacter 4
family 13 genus 13
_ Propionibacterium sp. S3PFS1 16
species 16
L, Propionibacterium sp. 215 22
species 22
| Propionibacterium acnes TypeIA2 P.acn17 55
species 55
|, Propionibacterium sp. RB9 11
species 11
| Propionibacterium sp. enrichment culture clone MRHull-FeSM-11E 77
species
L. Propionibacterium acnes C1 10
| Actinobacteria 0 _Actinobacteria 23 species 10
phylum 233152 class 2 | Propionibacterium sp. MSeoKT1 11
species 11
L. Propionibacterium sp. Ob aa 02 40
| Actinomycetales 14931 species 40
order 226844 . Propionibacterium sp. oral taxon 193 38
species 38
| Propionibacterium sp. MSeoKT2 80
species 80
| Propionibacteriaceae 0 _ Propionibacterium 2 | Propionibacterium sp. S3PFS2 17
family 751 genus 751 | species 17
L, Propionibacterium sp. MA 11
species 11
| Propionibacterium sp. W16 8
species 8
| Propionibacterium sp. enrichment culture clone MRBiofilm-SM-03B 72
species
| Propionibacterium acnes SK137 15
species 15
L. Propionibacterium sp. V07/12348 50
species
| Propionibacterium acnes 6609 11
species 11
L, Propionibacterium acnes ATCC 11828 65
species 65
| Propionibacterium acnes TypeIA2 P.acn33 52
species 52
|, Propionibacterium sp. SK2 70
species 70
L Propionibacterium sp. B12 12
species 12
Microcella 1129
L. Microbacteriaceae 209933 | genus 1129
family 211099 | Cryobacterium 37
genus 37
L Nitriliruptorales 0  _ Nitriliruptoraceae 0 _ Nitriliruptor 319
order 319 family genus 319
| Tenericutes 0  _ Mollicutes 0  _ Acholeplasmatales 0  _ Acholeplasmataceae 0  _ Acholeplasma 1864
phylum 1864 class 1864 order 1864 family 1864 genus 1864
Acidobacteria_Gp26 0 _Gp26 45
| Acidobacteria 0 [c\ass 45 genus 45
phylum 59 | Acidobacteria_Gp10 0 _Gpl0 14
class 14 genus 14

1226

species
|, Arcobacter cloacae 22
species
| Arcobacter sp. D5019 6
species 6
|, Arcobacter sp. 69948 3
species 3
| Arcobacter sp. UDC313 30
species 30
| Arcobacter sp. HME6609 39
species 39
| Arcobacter sp. JNU-H033 13
species
L. Arcobacter sp. F79-2 22
species
_ Campylobacteraceae 8 _ Arcobacter 63 | Arcobacter sp. 78e 15
family 395 genus 387 | species 15
| Arcobacter sp. JC83 21
species 21
| Arcobacter sp. R-28214 30
species
|, Arcobacter cibarius 12
species 12
| Arcobacter sp. F61 7
_ Epsilonproteobacteria 0 _ Campylobacterales 0 species 7
class 456 order 456 | Arcobacter sp. AM16 11
species 11
| Arcobacter butzleri ED-1 5
species 5
| Arcobacter sp. BSs20195 36
species 36
L Arcobacter butzleri RM4018 12
species 12
L. Helicobacteraceae 0 _ Sulfurimonas 61
family 61 genus
Methylophilus 1450
_ Methylophilales 0 _ Methylophilaceae 11622 [ger\us 1450
order 15234 family 15234 | Methylotenera 2162
genus 2162
Polynucleobacter 589
_ Burkholderiaceae 67 | genus 589
family 682 [Wautersia 26
genus 26
_ Diaphorobacter sp. GS-1 330
species 330
|, Diaphorobacter sp. MC-pb1 269
species 269
| Diaphorobacter sp. PD-12 195
| Betaproteobacteria 3078 species 195
class 35572 |, Diaphorobacter sp. DS3 295
species 295
| Diaphorobacter sp. bk_62 295
species 295
|, Diaphorobacter sp. Phe82 282
species 282
| Diaphorobacter sp. PD-7 309
species 309
_ Diaphorobacter 40 | Diaphorobacter sp. KOTLB 297
genus 4371 | species 297
| Diaphorobacter sp. NA5 284
L Burkholderiales 8984 species 284
order 17260 L Diaphorobacter sp. R9 295
species 295
| Diaphorobacter sp. TPD-1 295
species 295
| Diaphorobacter sp. R-41385 292
species 292
| Comamonadaceae 1212 | Diaphorobacter sp. F2 306
family 5689 species 306
| Diaphorobacter sp. enrichment culture clone NFL-7 292
species 292
| Diaphorobacter sp. P2 295
species 295
| Albidiferax 81
genus
| Alicycliphilus 15
genus 15
L. Hydrogenophaga 0 _ Hydrogenophaga sp. GPTSA100-12 10
genus 10 species 10
Massilia 41
| Oxalobacteraceae 1816 [genus 86
family 1905 | Naxibacter 0
genus 3
_ Roseibacterium 930
genus 930
Roseovarius sp. kmb21 541
| Roseovarius 883 species 541
genus 1984 [Roseovarius sp. RP8 560
species 560
|. Rhodovulum 26
genus 26
| Nereida 1 _ Nereida sp. UDC479 111
genus 112 species 111
|, Paracoccus 12
genus
| Sulfitobacter 27
genus 28
| Phaeobacter 26 _ Phaeobacter sp. SSK6-1 59
genus 85 species 59
| Rhodobacter 0
genus 1
L. Primorskyibacter 14
genus 14
Loktanella sp. Z52-13 11
_ Rhodobacterales 0 _Rhodobacteraceae 36054 species 11
order 40171 family 40171 Loktanella sp. $516.2 2
species 2
| Loktanella 0 | Loktanella sp. SS16.12 4
genus 35| species 4
Loktanella sp. CAU1288 17
species 17
Loktanella sp. K4B-4 1
species 1
| Sagittula 1
genus 1
Marivita sp. RCC 1920 36
species 36
| Marivita 0 Marivita litorea 33
genus 160 | species
Marivita cryptomonadis 91
species 91
| Thalassobius 450
genus 451
| Oceanicola 48 _ Oceanicola pacificus 216
genus 266 species
L. Pacificibacter 12
genus
Nisaea 423 _ Nisaea sp. MOLA 131 10
genus 433 species 0
L. Rhodospirillales 534 _ Rhodospirillaceae 25646 | Thalassobaculum 4 _ Thalassobaculum litoreum 92
order 26781 family 26247 | genus 97 species
Oceanibaculum 71
genus 71
| Kiloniellales 0 _ Kiloniellaceae 0 _ Kiloniella 24
order 24 family 24 genus 24
Rickettsia 35
|, Rickettsiales 0 _ Rickettsiaceae 81 [genus 35
order 154 family 154 | Orientia 38
genus 38
| Alphaproteobacteria 134250 _ Hyphomicrobiaceae ? _ Filomicrobium 19
class 207902 family 28 genus o
L. Methylocystaceae 0 _ Terasakiella 54
family 4 genus
Bradyrhizobium 23
| Bradyrhizobiaceae 0 genus 4
family 100 | Afipia 29
| Rhizobiales 3828 genus 51
order 4246 Methylobacterium sp. 104 141
| Methylobacteriaceae 0 _ Methylobacterium o0 species 141
family 217 genus 217 | Methylobacterium longum 70
species 70
| Rhodobiaceae 0 _ Parvibaculum 7
family genus 7
L. Phyllobacteriaceae 12
family
Sphingomonadaceae 7 _ Sphingomonas 15
family 52 genus 45
Erythrobacter 91
. genus 91
- Sphingomonadales 0 Altererythrobacter sp. L1452 159
order 2126 By 5
species 159
Altererythrobacter sp. R83-1 177
Erythrobacteraceae 1316 | Altererythrobacter 13 | species 177
family 20741 genus 666 | Altererythrobacter sp. CC-AMWO-103A 171
species 171
Altererythrobacter sp. OB38-2 146
species 146
Croceicoccus 1
genus 1
Caulobacteraceae 0 _ Brevundimonas 29
family 35 genus 35
|- Caulobacterales © Maricaulis 1 _ Maricaulis sp. MOLA 148 53
Bacteria 3932 Hyphomonadaceae 26 | genus 54 species 53
[ domam 1096267 family 91 | Hyphomonas 11
genus 11
| Kordiimonadales 0 _ Kordiimonadaceae 0 _ Kordiimonas 24
order 24 family 24 genus 24
Desulfuromusa 6
genus 6
_ Desulfuromonadales 5 _ Desulfuromonadaceae 41 | Malonomonas 9
order 73 family 68| genus 10
Pelobacter 1
genus 11
Desulfofustis 4
genus 4
Desulfobulbaceae 108 | Desulfobulbus 4
| Proteobacteria 7945 family 1 genus 4
phylum 423616 | Deltaproteobacteria 4835 | Desulfobacterales 0 Desulfopila 1
class 5408 | order 128 genus 1
Desulfobacteraceae 11
family 11
| Bdellovibrionales 0 _ Bacteriovoracaceae 18 _Bacteriovorax 26
order 44 family 44 genus 26
Haliangiaceae 0 _ Haliangium 29
family 29 genus 29
| Myxococcales 214 | Polyangiaceae 1
order 328 | family 1
Cystobacteraceae 0 _ Anaeromyxobacter 84
family 31 genus 84
Legionellaceae 0 _Legionella 4 _ Legionella sp. H052920586 22
_Legionellales 0 [fam\\y 26 genus 26 species 2
order 37 |, Coxiellaceae 0 _ Coxiella 11
family 11 genus 11
_ Halomonas sp. YCWA49 27
species 2
|, Halomonas phoceae 11901
species 11901
| Halomonas sp. A-3 200
species 200
| Halomonas sp. A-2 142
species 142
| Halomonas kribbensis 76
species 76
| Halomonas sp. A-8 150
species 150
_Halomonadaceae 0  _Halomonas 156 | Halomonas xianhensis 200
family 36320 genus 36320 | species 200
| Halomonas sp. Sa4-21 5080
species 5080
| Halomonas sp. Ijh-38 76
species 76
| Halomonas sp. A-7 1482
species 1482
| Halomonas sp. A-4 198
species 198
| Halomonas sp. A-9 673
species 673
. Oceanospirillales 1167 L Halomonas rifensis 15957
order 40469 species 15957
Nitrincola sp. E-048 9
species 9
Nitrincola lacisaponensis 394
species 394
Nitrincola sp. E-038 390
Nitrincola 11 species 390
genus 1881 | Nitrincola sp. LARO5R4 353
species 353
Nitrincola sp. LARO5R3 367
- species 367
L Oceanospirillaceae 1066 Nitrincola sp. LAROSR7 357
family 2982 . .
species 357
Marinomonas 20
genus 20
Neptunomonas 0 _ Neptunomonas japonica 14
genus 15 species 14
_Eionea 18
genus 18
Alkalimonas 2
genus 2
|. Gammaproteobacteria_incertae_sedis 11512 | Sedimenticola 3
order 0 [ genus 3
Porticoccus 287
genus 287
.Umboniibacter 1 _ Umboniibacter marinipuniceus 67
genus 68 species 67
| Chromatiales 33 _ Ectothiorhodospiraceae 5 _ Arhodomonas 0
order 39 family 6 genus 1
_ Vibrio sp. No. 58 6
species 6
| Vibrio sp. VPMP18 11
species 11
L. Vibrio sp. VPMP17 28
species 28
| Vibrio sp. S2719 16
species 16
L, Vibrio sp. EF1C-CB167 21
species 21
| Vibrio sp. PaD1.21b 6
species 6
L. Vibrio sp. PaD1.20a 9
species 9
| Vibrio sp. PaD1.18a 8
species 8
|, Vibrio sp. PaD1.18c1 8
species 8
L Vibrio caribbeanicus 2
species 2
|, Vibrio sp. r62 29
species 29
| Vibrio sp. MT1 9
species 9
L. Vibrio sp. UST981101-002 5
species 5
| Vibrio sp. D6022 6
species 6
L. Vibrio sp. f5 8
species 8
| Vibrio sp. VibC-0c-015 22
species
L, Vibrio sp. H-172 9
species 9
| Vibrio sp. S3705 6
species 6
L. Vibrio sp. S4076 4
species 4
| Vibrio sp. S4202 3
species 3
L. Vibrio sp. S1078 5
species 5
_Vibrio 54 | Vibrio sp. YASM-22 9
genus 618 | species 9
L. Vibrio sp. PaD1.05 5
species 5
| Vibrio sp. PaD1.10 6
species 6
L. Vibrio sp. VPMP16 14
species 14
| Vibrio sp. PaH1.12 4
species 4
L. Vibrio sp. VibC-Oc-008 9
species 9
| Vibrio sp. PaD1.22a 6
species 6
L. Vibrio sp. HE3 1
species 1
| Vibrio sp. AKA07-6 3
species 3
L, Vibrio sp. R-14968 3
species 3
| Vibrio sp. PaH3.27 1
species 1
L. Vibrio sp. VibC-Oc-132 7
species 7
| Vibrio sp. PaD1.48 11
species 11
L. Vibrio sp. IM06 9
species 9
| Vibrionales 0 _ Vibrionaceae 124 | Vibrio sp. RM173 21
order 917 family 917 species 21
L. Vibrio sp. J-52-12 36
species 36
| Vibrio sp. PaD1.09 12
species 12
|, Vibrio sp. PaD1.53 5
species 5
| Vibrio sp. S1396 4
species 4
L. Vibrio sp. LMG 19270 8
species
| Vibrio sp. PaD1.08 6
species 6
L. Vibrio sp. S1124 8
species 8
Photobacterium leiognathi 4
species 4
|, Photobacterium 53 Photobacterium sp. OSar2 3
genus 146 | species 3
) Photobacterium damselae 41
L Gammaproteobacteria 82354 species a1
class 166333 L Lucibacterium 5
genus 5
| Grimontia 2
genus 2
L. Allomonas 2
genus
L Enterovibrio 6
genus 20
Escherichia/Shigella 38
genus 38
Salmonella 0
| Enterobacteriales 0 _ Enterobacteriaceae 6 | genus 1
order 52 family 52 | Buttiauxella 6
genus 6
Enterobacter 0
genus 1
_ Pseudomonadaceae 12 _ Pseudomonas 9
family 63 genus 51
_ Acinetobacter sp. Aa7 11
species 11
L. Acinetobacter sp. HJ2 13
species 13
| Acinetobacter sp. FL33 7
species 7
|, Acinetobacter sp. AU3560 2
species 2
| Pseudomonadales 0 | Acinetobacter sp. C-S-PDA7 1
order 530 species 1
|, Acinetobacter sp. enrichment culture clone WW1_3-53 8
species 8
| Acinetobacter sp. DSVP8 13
species 13
| Acinetobacter sp. FW 3
species 3
| Acinetobacter sp. SW 30 9
species 9
L. Moraxellaceae 0 _ Acinetobacter 88 | Acinetobacter sp. PH5 1
family 467 genus 467 | species 1
| Acinetobacter sp. 31 14
species 14
|, Acinetobacter sp. C_EMB_I2 3
species 3
| Acinetobacter sp. BBN3R-01d 4
species 4
|, Acinetobacter sp. TB40 20
species 20
| Acinetobacter sp. TPS13 13
species 13
L, Acinetobacter sp. MB4 1
species 1
| Acinetobacter sp. PH2 18
species 18
|, Acinetobacter sp. C-4 20
species 20
| Acinetobacter sp. PT513.3HC 3
species 3
| Methylococcales 0 _ Methylococcaceae 0 _ Methylobacter 1
order 1 family genus 1
| Thiotrichales 0 _ Thiotrichales_incertae_sedis 0 _Fangia 20
order 20 family 20 genus 20
Haliea sp. MOLA 104 10
species 10
Haliea sp. SY02 6
Haliea 11368 | species 6
genus 11429 | Haliea rubra 14
species 14
_ Alteromonadaceae 521 Hallga sp. DSW4-36 31
family tiosa | speces
Melitea 3
genus 3
Marinobacterium 0
genus 1
_ Shewanella sp. FS10-6 83
species
| Shewanella sp. W3 1075
species 1075
| Shewanella sp. Asc-3 ASCBAC 5
species 5
| Shewanella sp. GHt9-1 572
species 572
| Shewanella sp. IRL546 1
species
| Shewanella sp. CL256/73 3
species 3
| Shewanella sp. IRL569 5
species 5
| Shewanella sp. FOUR-11 4
species 4
| Shewanella sp. A6.mk 23
species 23
| Shewanella sp. LaSQ1 15
species 15
| Shewanella sp. LaSQ7 14
species 14
| Shewanella sp. L1-1 55
species 55
| Shewanella sp. T4-02 22
species
| Shewanella sp. TS29 6
species 6
L. Shewanella sp. enrichment culture clone KWE30-29 731
species 731
| Shewanella haliotis 10
species
| Shewanella sp. HDC51 4
species 4
| Shewanella sp. LC4f 145
species 145
| Shewanella pealeana ATCC 700345 3
species 3
| Shewanella sp. 176 5
species 5
| Shewanella sp. C136 447
species 447
| Shewanella sp. MR-4 6
species 6
L. Shewanella sp. MR-7 66
species 66
| Shewanella sp. SDT1 2
species 2
L. Shewanella sp. SS263-9 34
species 3
| Shewanella sp. WA3 208
species 208
| Shewanella sp. 8111 117
species 117
| Shewanella sp. MCCB 144 7
species 7
| Shewanella sp. IRL567 2
species 2
| Shewanella sp. EM0501 467
species 467
| Shewanella sp. enrichment culture clone HS-shanghai2011-1 1226
species
| Shewanella pacifica 10
species 10
| Shewanella sp. A317 671
species 671
| Shewanella sp. IAJ5 7
species 7
| Shewanella aquimarina 197
species 9
| Shewanella sp. VA_C1-3 2
species 2
| Shewanella pneumatophori 2
species 2
Alteromonadales 59 | Shewanella sp. BJIGMM-B28 1153
" order 30024 |, Shewanellaceae 0 _Shewanella 1419 | species 1153
family 17973 genus 17973 | Shewanella sp. YASM-24 677
species 677
| Shewanella sp. SG133 1048
species 1048
| Shewanella sp. MEBIC05420T 583
species 583
| Shewanella halifaxensis HAW-EB4 2
species 2
| Shewanella sp. CGR-L1 5
species 5
| Shewanella sp. C27 150
species 150
| Shewanella sp. S5-8 2
species 2
| Shewanella sp. S203 4
species 4
| Shewanella sp. DF17 144
species 144
| Shewanella sp. MFC_14 38
species 3
| Shewanella pealeana 3
species 3
| Shewanella sp. SIC1 4
species 4
| Shewanella sp. ANG.309 1
species 1
| Shewanella sp. 62 30
species 30
| Shewanella amazonensis SB2B 2
species 2
| Shewanella sp. HDC46 163
species 163
| Shewanella sp. TVS38 10
species 10
| Shewanella sp. J1.1E6 175
species 175
| Shewanella sp. JC161 137
species 137
| Shewanella sp. Zh2-3 108
species 108
| Shewanella sp. T6 4
species 4
| Shewanella sp. KTSW-7 14
species 1
|. Shewanella sp. ES03 13
species 13
| Shewanella sp. TIEICO5 136
species 136
| Shewanella sp. Iso-W9 1059
species 1059
| Shewanella sp. a111-132 107
species 107
| Shewanella marinintestina 2
species 2
| Shewanella sp. UAM38 1799
species 1799
|. Shewanella sp. 14A 5
species 5
| Shewanella sp. B225 4
species 4
| Shewanella indica 151
species 1
| Shewanella sp. SOMB0O46 41
species 1
| Shewanella sp. AM9 2352
species 2352
| Shewanella sp. AM10 13
species 13
| Shewanella sp. SEM18 3
species 3
| Shewanella sp. Mex36.2 65
species 65
| Shewanella sp. 13-24 42
species 42
L Shewanella sp. SOEmb24 5
species 5
| Ferrimonadaceae 0 _ Ferrimonas 15 _ Ferrimonas kyonanensis 18
family 36 genus 36 species 18
| Moritellaceae 0 _ Moritella 1
family 2 genus 2
|, Gemmatimonadetes 0 _ Gemmatimonadetes 0 _ Gemmatimonadales 0 _ Gemmatimonadaceae 0 _ Gemmatimonas 30
phylum 30 class 30 order 30 family 30 genus 30
Opitutales 0 _ Opitutaceae 0 _ Opitutus 7
order 7 family 7 genus 7
_ Opitutae 3 Puniceicoccus 320
class 973 genus 320
Puniceicoccales 0 _ Puniceicoccaceae 86 | Coraliomargarita 476
order 963 family 963 | genus
Pelagicoccus 81
genus
Rubritaleaceae 0 _ Rubritalea 0 _ Rubritalea tangerina 24
family 24 genus 24 species 24
L. Verrucomicrobiae 0 _ Verrucomicrobiales 0 Luteolibacter 133 _ Luteolibacter pohnpeiensis 31
L Verrucomicrobia 161 class 1723 order 1723 genus 167 species 31
phylum 3368 Verrucomicrobiaceae 1383 Haloferula harenae 6
family 1699 species 6
Haloferula 1 Haloferula rosea 27
genus 149 | species
Haloferula phyci 115
species 115
|, Subdivision3 0 _ Subdivision3_genera_incertae_sedis 467
class 467 genus 467
| Subdivision5 0 _ Subdivision5_genera_incertae_sedis 44
class 44 genus 44

L Archaea 0 _ Euryarchaeota 1
domain 1 phylum 1
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