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Verrucomicrobiae 0 _ Verrucomicrobiales 0 _ Verrucomicrobiaceae 1477 Haloferula harenae 19
class 2259 order 2259 family 2259 species 9
Haloferula 0 Haloferula rosea 108
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species 9
| Propionibacterium sp. RB9 4
species 4
L. Propionibacterium sp. enrichment culture clone MRHull-FeSM-11E 38
species ]
| Propionibacterium acnes C1 4
species 4
|, Propionibacterium sp. MSeoKT1 5
species 5
| Propionibacterium sp. Ob aa 02 17
species
L, Propionibacterium sp. enrichment culture clone MRBiofilm-SM-03B 51
species 51
| Propionibacterium sp. oral taxon 193 13
species 13
L, Propionibacterium sp. MSeoKT2 58
species 58
| Propionibacterium sp. S3PFS1 6
L. Actinomycetales 14741 species 6
order 172682 L. Propionibacterium sp. S3PFS2 3
| Propionibacteriaceae 0 _ Propionibacterium 3 species 3
family 446 genus 446 |_Propionibacterium sp. MA 6
species 6
L. Propionibacterium sp. MSPO9A 30
species 30
| Propionibacterium sp. W16 4
species 4
|, Propionibacterium acnes SK137 2
species 2
| Propionibacterium sp. V07/12348 36
species 36
|, Propionibacterium acnes TypeIA2 P.acn17 35
species 3
| Propionibacterium acnes 6609 7
species 7
L, Propionibacterium acnes ATCC 11828 43
species 43
| Propionibacterium acnes TypeIA2 P.acn33 41
species 41
L. Propionibacterium sp. SK2 19
species 19
L Propionibacterium sp. B12 6
species 6
Microcella 835
L. Microbacteriaceae 156588 | genus 835
family 157448 | Cryobacterium 25
genus 25
| Tenericutes 0 _ Mollicutes 0 _Acholeplasmatales 0 _ Acholeplasmataceae 0 _Acholeplasma 1094
phylum 1094  class 1094  order 1094 family 1094 genus 1094
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Manzari et al. The influence of invasive jellyfish blooms on the acquatic microbiome detected by an Illumina-based deep sequencing strategy. Biological Invasions (2014)
Graphical tree produced by BioMaS for the sample W1. For each node  the scientific name (red), the taxonomic rank (brown), the number of reads directly assigned to the node (blue) and the sum of the reads assigned to the descendants nodes (green) are shown.	




