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Graphical tree produced by BioMas for the sample E1. For each node the
scientific name (red), the taxonomic rank (brown), the number of reads
directly assigned to the node (blue) and the sum of the reads assigned to the
descendants nodes (green) are shown.

Psychrilyobacter atlanticus 44

_ Fusobacteria 0 _ Fusobacteriales 0 _ Fusobacteriaceae 1 _ Psychrilyobacter 42 | species
s 136 order 136 family 136 genus 135 | Psychrilyobacter sp. STAB703 48
species a8
Fabibacter 41284
genus 41284
_ Flammeovirgaceae 3105 Roseivirga echinicomitans 24
family 65217 species
Roseivirga 20729 | Roseivirga sp. enrichment culture clone NE 37
genus 20828 | species 37
Roseivirga sp. WH299 38
species 38
Sphingobacteria 0 _ Sphingobacteriales 3126 ASphmgcbacterlaceae g, - Solitalea 93
class 191219  order 191219 | family 3 genus
|, Saprospiraceae 0 _ Haliscomenobacter 34738
family 34738 genus 34738
Balneola 22493
genus 22493
Gracilimonas 4079
L Chitinophagaceae 61448 | genus 4079
family 88045 | Sediminibacterium 0
genus 20
Flavisolibacter 1
genus 5
_ Gilvibacter 1
genus 1
Actibacter sp. W113 48
| Actibacter 2 |:5peue5 48
genus 115 | Actibacter sediminis 65
species 65
| Formosa 266
genus 266
| Croceitalea 1106
genus 1106
_ Polaribacter sp. NBRC 101040 10
species 10
| Polaribacter sp. NBRC 101306 9
species 9
| Polaribacter sp. J15-9 3
species 3
| Polaribacter 239 | Polaribacter sp. K20-5 13
genus 318 | species 13
|, Polaribacter sp. p1s1 9
species 9
| Polaribacter sp. PG-19 11
species 11
L Polaribacter sp. BG-1-R2 22
species 22
| Winogradskyella 0
genus 1
_ Flavobacteriaceae 51253 _ Arenibacter sp. NH36A 108
family 55375 species 108
| Arenibacter 167 | Arenibacter sp. NH440 101
genus 480 | species 101
L. Arenibacter sp. 394 104
species 104
| Flavobacterium 14
genus 14
| Cellulophaga 1490
genus 1490
Tenacibaculum sp. 35 48
species 48
Tenacibaculum sp. 116 15
species 15
Tenacibaculum sp. WEXT4 53
j ; | Tenacibaculum 0 species 53
Flavobacteria f] . _ Flavobacteriales 1‘3735 genus 255 | Tenacibaculum sp. MAR_2010_175 40
class 36947 order 86947
species 40
Tenacibaculum sp. MAR_2010_89 51
species 51
Tenacibaculum sp. MGP-74/AN6 48
species a8
| Ulvibacter 1
genus 5
|, Gangjinia 1
genus
| Lutibacter 70
genus 70
Wandonia 717
genus 717

Crocinitomix 7740

7740

Brumimicrobium 9

Owenweeksia 5864

genus
Marinifilum 133
Bacteroidetes_incertae_sedis 0 [genus

28

5864

class 205 | Prolixibacter 1 _ Prolixibacter sp. MA-6 71
genus 72 species 71
Haloferula harenae 27
species
Haloferula 1 Haloferula rosea 112
genus 900 | species 112
Haloferula phyci 760
_ Verrucomicrobiae 0 _ Verrucomicrobiales 0 _ Verrucomicrobiaceae 1250 species 760
class 2322 order 2322 family 2322 | Luteolibacter 146 _ Luteolibacter pohnpeiensis 25
genus 171 species 25
Persicirhabdus 1
genus 1
Opitutales 0 _ Opitutaceae 0 _ Opitutus 3
| Verrucomicrobia 240 ; order 3 family ? genus ’ P
phylum 4641 |- Opitutae 9 Puniceicoccus ABZ
class 1676 genus 487
Puniceicoccales 0 _ Puniceicoccaceae 126 | Coraliomargarita 968
order 1664 family 1664 | genus
Pelagicoccus 79
genus 9
| Subdivision3 0 _Subdivision3_genera_incertae_sedis 403
class 403 genus 403
| Planctomycetes 0 _ Planctomycetacia 0 _ Planctomycetales 0 _ Planctomycetaceae 53 _ Blastopirellula 136
phylum 189 class 189 order 189 family 189 genus
_ Arcobacter sp. MS30 14
species 14
| Arcobacter sp. D5019 5
species 5
| Arcobacter sp. HME6609 25
species 25
|, Arcobacter sp. 69948 4
species 4
| Arcobacter sp. JNU-H033 6
species 6
L. Arcobacter sp. F79-2 19
_ Epsilonproteobacteria 0 _ Campylobacterales 0 _ Campylobacteraceae 0 _ Arcobacter 0 species 19
class 167 " order 167 family 167 genus 167 | Arcobacter sp. JC83 23
species 23
|, Arcobacter sp. BSs20195 24
species 24
| Arcobacter sp. R-28214 13
species 13
|, Arcobacter cibarius 12
species 12
| Arcobacter sp. F61 7
species 7
|, Arcobacter cloacae 12
species 12
_Rhodocyclales 0 _Rhodocyclaceae 0 _Sulfuritalea 1
order 1 family 1 genus 1
Methylophilus 1950
| Methylophilales 0 _ Methylophilaceae 14928 | genus 1950
order 19681 family 19681 | Methylotenera 2803
genus 2803
Polynucleobacter 608
genus 608
Ralstonia 2
_, Burkholderiaceae 105 | genus 2
family 743 | Pandoraea 0
genus
Wautersia 27
genus 27
Massilia 52
L Oxalobacteraceae 2307 [genus 62
family 2379 | Naxibacter 0
genus 10
_ Delftia 370
genus 375
_ Diaphorobacter sp. GS-1 85
species 85
| Burkholderiales 11459 |, Diaphorobacter sp. MC-pb1 91
order 16909 species 91
| Diaphorobacter sp. PD-12 73
species 73
|, Diaphorobacter sp. DS3 91
|, Betaproteobacteria 4504 species 91
class 41201 | Diaphorobacter sp. bk_62 104
species 104
|, Diaphorobacter sp. Phe82 90
species 90
| Diaphorobacter sp. PD-7 77
species 77
| Diaphorobacter 12 | Diaphorobacter sp. KOTLB 113
L Comamonadaceae 443 | genus 1394 | species 113
family 2328 | Diaphorobacter sp. NAS 96
species 96
| Diaphorobacter sp. R9 106
species 106
| Diaphorobacter sp. TPD-1 82
species 82
| Diaphorobacter sp. R-41385 105
species 105
| Diaphorobacter sp. F2 87
species 87
|, Diaphorobacter sp. enrichment culture clone NFL-7 82
species
| Diaphorobacter sp. P2 100
species 100
| Albidiferax 85
genus 85
L Alicycliphilus 31
genus 31
| Neisseriales 0 _ Neisseriaceae 106
order 106 family 106
Desulfobulbaceae 149 _ Desulfotalea 6
_ Desulfobacterales 0 family 155 genus 6
order 233 |, Desulfobacteraceae 78
family
| Deltaproteobacteria 6801 - Bde.llovibrionaceae g _ Bdellovibrio E
dass 7186 |- Bdellovibrionales o family 5 genus 5
order 111 ] Bacteriovoracaceae 0 _ Bacteriovorax 106
family 106 genus 106
|_Myxococcales 26 _ Cystobacteraceae 0 _ Anaeromyxobacter 15
order 41 family 15 genus 15
_ Legionellales 0 _ Coxiellaceae 0 _ Coxiella 34
order 34 family 4 genus 34
_ Halomonas phoceae 24476
species 24476
| Halomonas sp. A-3 406
species 406
| Halomonas sp. A-2 330
species 330
| Halomonas kribbensis 220
species 220
| Halomonas sp. YCWA49 66
species
| Halomonas xianhensis 497
species 497
_Halomonadaceae 0  _Halomonas 255 | Halomonas sp. Sa4-2I 11302
family 77978 genus 77978 | species 11302
|. Halomonas sp. 1jh-38 189
species 189
| Halomonas sp. A-7 3126
species 3126
| Halomonas sp. A-4 418
species 418
| Halomonas sp. A-9 1853
species 1853
|, Oceanospirillales 674 . Halomonas sp. A-8 335
order Joaa1 species
L Halomonas rifensis 34503
species 34503
Nitrincola lacisaponensis 59
species 59
Nitrincola sp. E-038 79
species 79
Nitrincola 0 Nitrincola sp. LARO5R7 80
genus 347 | species 80
Nitrincola sp. LARO5R4 72
| Oceanospirillaceae 205 species 72
family Nitrincola sp. LARO5R3 57
species 57
Marinomonas 27
genus 27
Sedimenticola 9
genus
Eionea 2
| Gammaproteobacteria_incertae_sedis 9235 | genus 2
order 9424 | Porticoccus 176
genus
Thioprofundum 2
genus 2
Thalassomonas 0 _ Thalassomonas agariperforans 39
_ Colwelliaceae 10 | genus 39 species 39
family 51 [Colwellia 2
genus 2
_ Shewanella sp. FS10-6 143
species 143
| Shewanella sp. W3 2110
species 2110
| Shewanella sp. Asc-3 ASCBAC 8
species 8
| Shewanella sp. GHt9-1 941
species 941
| Shewanella sp. IRL546 8
species 8
| Shewanella sp. CL256/73 4
species 4
L. Shewanella sp. A6.mk 78
species 78
| Shewanella sp. LaSQ7 25
species 25
| Shewanella sp. L1-1 148
species 148
| Shewanella sp. T4-02 41
species 41
| Shewanella sp. a111-132 149
species 149
| Shewanella sp. enrichment culture clone KWE30-29 1301
species 1301
|. Shewanella haliotis 12
species
| Shewanella sp. LCAf 264
species 264
| Shewanella sp. 176 2
species 2
| Shewanella sp. C136 760
species 760
| Shewanella sp. MR-7 146
species 146
| Shewanella sp. SDT1 6
species 6
L. Shewanella sp. SS263-9 50
species 50
| Shewanella sp. WA3 829
species 829
| Shewanella sp. 8111 192
species 192
| Shewanella sp. MCCB 144 11
species 11
| Shewanella sp. IRL567 8
species 8
| Shewanella sp. MR-4 6
species 6
| Shewanella indica 244
species
| Shewanella sp. EM0501 752
species 752
| Shewanella sp. enrichment culture clone HS-shanghai2011-1 2331
species 2331
| Shewanella pacifica 18
species 18
| Shewanella sp. KTSW-7 9
species 9
| Shewanella sp. A317 1011
species 1011
| Shewanella sp. PM-DT08 8
species 8
| Shewanella sp. IAJ5 7
species 7
| Shewanella aquimarina 354
species 3
| Shewanella pneumatophori 6
species 6
| Shewanella sp. ML-S2 9
species 9
| Shewanella sp. C27 228
species 228
| Shewanella sp. BJIGMM-B28 2182
species 2182
| Shewanella sp. YASM-24 1268
species 1268
| Shewanella sp. J1.1E6 237
| Shewanellaceae 0 _Shewanella 2733 | species 237
family 34102 genus 34102 | Shewanella sp. SG133 2217
species 2217
‘::I;:rromonadales 3260‘ | Shewanella sp. MEBiC05420T 105?
species 1053
| Shewanella halifaxensis HAW-EB4 8
species 8
| Shewanella sp. CGR-L1 7
species 7
| Shewanella sp. DF17 244
species 244
| Shewanella pealeana ATCC 700345 3
species 3
| Shewanella pealeana 3
species 3
| Shewanella sp. ANG.309 22
species 22
| Shewanella sp. FOUR-11 9
species 9
| Shewanella sp. 62 47
species 47
| Shewanella amazonensis SB2B 4
species 4
| Shewanella sp. TS29 12
species 12
| Shewanella sp. HDC46 250
species 250
| Shewanella sp. LaSQ1 14
species 14
| Shewanella sp. HDC51 5
species 5
| Shewanella sp. TVS38 15
species 15
| Shewanella sp. SIC1 11
species 11
| Shewanella sp. JC161 256
species
| Shewanella sp. Zh2-3 182
species 182
|. Gammaproteobacteria 66623 | Shewanella sp. S5-8 4
class 203240 species 4
| Shewanella sp. T6 6
species 6
| Proteobacteria 9101 L Shewanella sp. IRL569 7
phylum 437690 species 7
| Shewanella sp. ES03 32
species 32
L. Shewanella sp. TLE1CO5 247
species g
| Shewanella sp. Iso-W9 1928
species 1928
| Shewanella marinintestina 7
species 7
| Shewanella sp. S203 3
species 3
L. Shewanella sp. UAM38 3610
species 3610
| Shewanella sp. 14A 8
species 8
| Shewanella sp. B225 5
species 5
| Shewanella sp. VA_C1-3 8
species 8
| Shewanella sp. SOMBO46 92
species 92
| Shewanella sp. AM9 4704
species 4704
| Shewanella sp. AM10 35
species 35
| Shewanella sp. MFC_14 107
species 107
| Shewanella sp. SEM18 7
species 7
| Shewanella sp. Mex36.2 120
species 120
| Shewanella sp. 13-24 77
species 77
L Shewanella sp. SOEmb24 7
species 7
| Moritellaceae 0 _ Moritella 3
family genus 5
Haliea sp. MOLA 104 26
species 26
Haliea 10590 | Haliea rubra 23
genus 10720 | species 3
| Alteromonadaceae 682 Haliea sp. DSW4-36 81
family 11404 species 81
Melitea 2
genus 2
Ectothiorhodospiraceae 22 _ Alkalilimnicola 1
|. Chromatiales 46 [family 23 genus 1
order 121 | Chromatiaceae 51 _ Halochromatium 1
family 2 genus 1
__Vibrio sp. VPMP18 26
species 26
L. Vibrio sp. VPMP17 77
species 77
| Vibrio sp. S1124 16
species 16
L. Vibrio sp. R-14968 20
species 20
| Vibrio sp. EF1C-CB167 53
species 53
L. Vibrio sp. PaD1.21b 17
species 17
| Vibrio sp. PaD1.20a 11
species 11
L. Vibrio sp. PaD1.18a 18
species 18
| Vibrio sp. PaD1.18c1 30
species 30
L. Vibrio sp. S4076 12
species 12
| Vibrio sp. S4202 12
species 12
|, Vibrio sp. r62 60
species 60
| Vibrio sp. MT1 35
species 35
|, Vibrio sp. UST981101-002 24
species g
| Vibrio sp. D6022 9
species 9
L. Vibrio sp. S1396 17
species 17
| Vibrio caribbeanicus 18
species 18
L. Vibrio sp. f5 27
species 27
| Vibrio sp. VibC-Oc-015 57
species 57
L. Vibrio sp. H-172 26
species 26
| Vibrio sp. $3705 12
_, Vibrio 30 species 12
genus 1280 | Vibrio sp. S1078 18
species 18
| Vibrio sp. No. 58 4
species 4
L. Vibrio sp. YASM-22 27
species 27
| Vibrio sp. PaD1.05 26
species 26
L. Vibrio sp. PaD1.10 36
species 36
| Vibrio sp. PaH1.12 9
species 9
L. Vibrio sp. VibC-Oc-008 19
species 19
| Vibrio sp. PaD1.22a 12
species
L. Vibrio sp. HE3 29
species 29
| Vibrio sp. AKA07-6 18
species 18
L. Vibrio sp. PaH3.27 6
species 6
| Vibrio sp. VibC-Oc-132 18
species 4
L. Vibrio sp. VPMP16 22
species 22
| Vibrionales 0 _ Vibrionaceae 857 *:/‘:I:C?; sp. PaD1.48 ﬁ
order 1470 family 1470 | Vibrio sp. PaD1.08 32
species 32
| Vibrio sp. IM06 20
species 20
L. Vibrio sp. PaD1.53 13
species
| Vibrio sp. RM173 55
species 55
L. Vibrio sp. J-52-12 68
species 68
| Vibrio sp. LMG 19270 13
species 3
L. Vibrio sp. PaD1.09 22
species 22
Photobacterium leiognathi 7
species 7
Photobacterium sp. OSar2 4
| Photobacterium 28 | species 4
genus Photobacterium damselae 19
species 19
Photobacterium sp. Pc244 25
species 25
| Lucibacterium 8
genus 8
| Listonella 1
genus
L Enterovibrio 0
genus 1
| Enterobacteriales 0 _ Enterobacteriaceae 0 _ Buttiauxella 10
order 10 family 10 genus 10
_ Pseudomonadaceae 3
family 3
_ Moraxella 3
genus 3
_ Acinetobacter sp. Aa7 21
species 21
L. Acinetobacter sp. HJ2 26
species 26
| Acinetobacter sp. FL33 22
| Moraxellaceae 0 ) 22
family 722 cpecies
|, Acinetobacter sp. SW 30 21
species 21
| Acinetobacter sp. enrichment culture clone WW1_3-53 18
species 18
L. Pseudomonadales 0 L. Acinetobacter sp. DSVP8 14
order 726 | Acinetobacter 189 | species 14
genus 719 | Acinetobacter sp. FW 14
species 14
| Acinetobacter sp. TB40 10
species 10
| Acinetobacter sp. 31 6
species 6
|, Acinetobacter sp. TPS13 6
species 6
| Acinetobacter sp. C-4 25
species 25
L. Acinetobacter sp. PH2 20
species 20
| Pseudomonadales_incertae_sedis 0 _Dasania 1
family 1 genus 1
_Nereida 0 _ Nereida sp. UDC479 96
genus 96 species 96
| Roseibacterium 934
genus 934
Roseovarius sp. kmb21 398
| Roseovarius 731 [speues 398
genus 1510 | Roseovarius sp. RP8 381
species 381
| Roseobacter 1
genus 1
Paracoccus sp. KD58-7 118
species 118
|, Paracoccus 309 | Paracoccus sp. TDMA-8 113
genus 660 | species 113
Paracoccus sp. PaH2.06a 120
species 120
| Phaeobacter 3 _ Phaeobacter sp. SSK6-1 56
genus 59 species 56
| Rhodobacter 46
genus 47
| Primorskyibacter 4
genus 4
| Sulfitobacter 1
genus 3
Marivita sp. RCC 1920 15
_ Rhodobacterales 0 _Rhodobacteraceae 23529 species 5
order 27607 family 27607 | Marivita 0 Marivita litorea 16
genus 74 | species 16
Marivita cryptomonadis 42
species 42
| Thalassobius 258
genus 259
| Oceanicola 13 _ Oceanicola pacificus 112
genus 125 species 112
_Loktanella sp. IAJ4 22
species 22
| Loktanella sp. K4B-4 44
species a4
| Loktanella cinnabarina 51
species 51
| Loktanella sp. ZS2-13 30
| Loktanella o species 30
genus 296 | Loktanella sp. SS16.12 39
species 39
| Loktanella sp. USW116 27
species 27
| Loktanella sp. S$16.2 53
species 53
L. Loktanella sp. DSSK1-5 26
species 26
| Pacificibacter 10
genus 10
| Rickettsiales 0 _ Rickettsiaceae 73 _ Rickettsia 61
order 134 family 134 genus
_ Bradyrhizobiaceae 0 _ Afipia 24
family 24 genus 24
_ Methylobacterium sp. K6-11 6
species 6
| Methylobacterium sp. K611B 6
species 6
L. Methylobacterium sp. P2 6
species 6
| Methylobacterium oxalidis 1
species 1
| Methylobacterium sp. RIB1-11 4
species 4
| Methylobacterium sp. sh_1 5
species 5
| Methylobacterium sp. sh_6 8
species 8
| Methylobacterium sp. nac_13 30
i species 30
ﬂjl;:?aproteobacterla :3232? | Methylobacterium sp. Ellin133 12
| Methylobacteriaceae 0 _ Methylobacterium 73 | species 12
family 523 genus 523 | Methylobacterium sp. F48 5
| Rhizobiales 2895 species 5
order 3501 | Methylobacterium longum 90
species 90
| Methylobacterium sp. 2P04MB 4
species 4
L. Methylobacterium sp. TD4 8
species 8
| Methylobacterium sp. MSF 31 6
species 6
L. Methylobacterium sp. 104 186
species 186
| Methylobacterium sp. SKJH-20 3
species 3
L. Methylobacterium sp. sh_14 4
species 4
L. Methylobacterium thiocyanatum 4
species 4
|, Rhodobiaceae 1
family 1
| Phyllobacteriaceae 0 _ Hoeflea 0
family 13 genus 13
L. Hyphomicrobiaceae 14 _ Filomicrobium 31
family 45 genus 31
Sphingomonadaceae 3 _ Sphingomonas 1
family 5 genus 32
L Sphingomonadales 0 Erythrobacter 54
order 2098 genus 54
Erythrobacteraceae 1295 :’Izl:rythrobacter sp. L1452 1;1
family 0 Altererythrobacter sp. OB38-2 156
Altererythrobacter 19 | species 156
genus 7141 Altererythrobacter sp. CC-AMWO-103A 181
species 181
Altererythrobacter sp. R83-1 187
species 187
Nisaea 352
genus 352
L. Rhodospirillales 513 _ Rhodospirillaceae 21931 | Thalassobaculum 3 _ Thalassobaculum litoreum 140
order 22993 family 22480 | genus 148 species 140
Oceanibaculum 49
genus 49
Hyphomonas 16
genus
| Caulobacterales 0 _ Hyphomonadaceae 37 | Maricaulis 18 _ Maricaulis sp. MOLA 148 108
order 187 family 187 | genus 126 species 108
Henriciella 8
genus
Anaerolineae 0 _ Anaerolineales 0 _ Anaerolineaceae 43 _Bellilinea 27
L Chloroflexi 0 [c\ass 70 " order 70 family 70 " genus 27
phylum 149 | Caldilineae 0 _ Caldilineales 0 _ Caldilineaceae 0 _ Caldilinea 79
class 79 order 79 family 79 genus S
_ Clostridiales_Incertae_Sedis_XII 17 _ Fusibacter 40
family 57 genus 40
_ Clostridia 0 _ Clostridiales 111 | Clostridiales_Incertae_Sedis_XIII 0 _ Anaerovorax 7
class 178 order 178 | family 7 genus 7
L Lachnospiraceae 0 _Dorea 3
family 3 genus 3
_ Leuconostocaceae 0 _ Leuconostoc 58
family 60 genus 60
| Lactobacillaceae 0 _ Lactobacillus 9
- . family 39 genus 39
. Firmicutes O, ‘LadctobaclHales gns Streptococcus 0 _ Streptococcus sp. UKPF48b 9
phylum 182 order genus 29 species :
Lactococcus sp. TP1IM] 17
L. Streptococcaceae 0 species 17
family 109 Lactococcus sp. TPIMK 12
species 12
Lactococcus 0 | Lactococcus sp. MARL29 21
Bacilli 0 genus 80| species 21
Tclass 1404 Lactococcus sp. MKRL26 8
species 8
Lactococcus sp. 329 17
species 17
Bacillaceae_2 0 _ Gracilibacillus 19
family 19 genus 19
Bacillaceae_1 0 _Bacillus 1
L Bacillales o family 1 genus 1
order 1196 | Staphylococcaceae 0 _ Staphylococcus 24
family 90 genus 90
Pasteuriaceae 0 _ Pasteuria 1086
family 1086 genus 1086
_ Solirubrobacterales 101 _ Conexibacteraceae 0 _ Conexibacter 139
order 240 family 139 genus 139
| Nitriliruptorales 0 _ Nitriliruptoraceae 0 _ Nitriliruptor 286
order 286 family 286 genus 286
Ilumatobacter fluminis 1858
| Acidimicrobiales 79  _ Acidimicrobiaceae 0 _Ilumatobacter 96 [speues 1
order 3479 family 3400 genus 3400 | Tlumatobacter nonamiensis YM16-303 1446
species 1446
| Coriobacteriales 0 _ Coriobacteriaceae 0 _ Slackia 1
order 1 family genus 1
Micrococcus 73
genus
_, Micrococcaceae 0 Kocuria 18
family 174 genus 44
Rothia 0
genus 50
|. Geodermatophilaceae 0 _ Blastococcus 47
family 58 genus 58
| Corynebacteriaceae 0 _ Corynebacterium 20 _ Corynebacterium kroppenstedtii 67
L. Actinobacteria 0 _Actinobacteria 5 family 103 genus 103 species 67
phylum 222557  class 222557 _ Proplonibacterium sp. 215 1
species 1
| Propionibacterium sp. enrichment culture clone MRHull-FeSM-11E 8
species 8
L. Propionibacterium sp. enrichment culture clone MRBiofilm-SM-03B 9
species 9
| Propionibacterium acnes C1 1
species 1
L, Propionibacterium sp. MSeoKT1 1
species 1
| Propionibacterium sp. RB9 2
species 2
L, Propionibacterium sp. Ob aa 02 2
species 2
| Propionibacterium sp. oral taxon 193 5
species 5
L. Propionibacterium sp. S3PFS1 1
. species 1
L Actinomycetales 1242 | Propionibacterium sp. S3PFS2 1
species 1
L, Propionibacteriaceae 0 _ Propionibacterium 0 | Propionibacterium sp. MA 2
family 74 genus 74 | species 2
| Propionibacterium sp. MSPO9A 5
species 5
L. Propionibacterium acnes 6609 2
species 2
| Propionibacterium sp. W16 1
species 1
L. Propionibacterium acnes SK137 1
species
| Propionibacterium sp. V07/12348 6
species 6
|, Propionibacterium acnes TypeIA2 P.acn17 4
species 4
| Propionibacterium acnes ATCC 11828 4
species 4
L. Propionibacterium acnes TypelA2 P.acn33 1
species 1
| Propionibacterium sp. SK2 9
species 9
L. Propionibacterium sp. MSeoKT2 4
species 4
Microcella 1213
L. Microbacteriaceae 200643 [genus 1213
family 201895 | Cryobacterium 39
genus 39
| Tenericutes 0  _ Mollicutes 0  _ Acholeplasmatales 0  _ Acholeplasmataceae 0  _ Acholeplasma 1617
phylum 1617 " dclass 1617 " order 1617 family 1617 " genus 1617
|, Gemmatimonadetes 0 _ Gemmatimonadetes 0 _ Gemmatimonadales 0 _ Gemmatimonadaceae 0 _ Gemmatimonas 46
phylum 46 class 46 order 46 family 46 genus 46
LTM7 o _TM7_genera_incertae_sedis 28
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