Table S1. Overview of the sample tree parameters
	Species
	Number of sample trees
	Root collar diameter (RCD; mm)
	Height (H; cm)
	Total individual biomass (TB; g)

	
	
	min
	mean
	SE
	max
	min
	mean
	SE
	max
	min
	mean
	SE
	max

	Prunus serotina
	356
	0.1
	1.1
	0.0
	6.5
	3.0
	10.8
	0.4
	50.0
	0.02
	0.49
	0.08
	16.19

	Quercus rubra
	133
	0.6
	2.5
	0.1
	6.8
	7.0
	15.5
	0.6
	53.0
	0.25
	1.49
	0.23
	19.93

	Robinia pseudoacacia
	177
	0.1
	0.7
	0.1
	8.4
	0.0
	9.1
	0.8
	62.0
	0.00
	0.19
	0.05
	6.78



[image: ]
Figure S1. Result of k-means clustering of plot pairs within resource availability reduced space. Colors indicate different clusters (n=6, number of clusters estimated using the Elbow method), label represents blocks of study plots (n=21, 9 plots pairs within each block)



Table S2. Summary of biomass models. Parameters of the best model were bolded.

	Species
	Model
	AIC
	ME
	R2
	ΔAIC

	Prunus serotina
	TB= a×RCDb
	558.309
	0.063
	0.866
	38.185

	Prunus serotina
	TB= a+b×RCD2
	618.533
	<0.001
	0.841
	98.409

	Prunus serotina
	TB= a+b×log(RCD)
	1119.519
	<0.001
	0.350
	599.395

	Prunus serotina
	TB= a+(b/RCD)
	1233.952
	<0.001
	0.104
	713.828

	Prunus serotina
	TB= a×(RCD2H)b
	542.838
	0.057
	0.871
	22.714

	Prunus serotina
	TB= a×RCDb×Hc
	520.124
	0.059
	0.880
	0.000

	Prunus serotina
	TB= a+b×log(RCD2H)
	1090.330
	<0.001
	0.401
	570.205

	Prunus serotina
	TB=a+b×RCD2+c×H
	620.432
	<0.001
	0.841
	100.308

	Prunus serotina
	TB=a+b×(RCD2H)
	539.378
	<0.001
	0.873
	19.254

	Prunus serotina
	TB=a+b×RCD2+c×H2
	615.655
	<0.001
	0.843
	95.530

	Quercus rubra
	TB= a×RCDb
	473.634
	-0.001
	0.726
	79.844

	Quercus rubra
	TB= a+b×RCD2
	506.598
	<0.001
	0.648
	112.807

	Quercus rubra
	TB= a+b×log(RCD)
	607.943
	<0.001
	0.247
	214.153

	Quercus rubra
	TB= a+(b/RCD)
	630.362
	<0.001
	0.109
	236.572

	Quercus rubra
	TB= a×(RCD2H)b
	400.237
	0.044
	0.842
	6.446

	Quercus rubra
	TB= a×RCDb×Hc
	393.790
	0.067
	0.852
	0.000

	Quercus rubra
	TB= a+b×log(RCD2H)
	590.296
	<0.001
	0.340
	196.505

	Quercus rubra
	TB=a+b×RCD2+c×H
	481.033
	<0.001
	0.714
	87.243

	Quercus rubra
	TB=a+b×(RCD2H)
	401.157
	<0.001
	0.841
	7.367

	Quercus rubra
	TB=a+b×RCD2+c×H2
	432.559
	<0.001
	0.802
	38.768

	Robinia pseudoacacia
	TB= a×RCDb
	-195.485
	0.020
	0.887
	143.854

	Robinia pseudoacacia
	TB= a+b×RCD2
	-176.638
	<0.001
	0.873
	162.702

	Robinia pseudoacacia
	TB= a+b×log(RCD)
	66.236
	<0.001
	0.408
	405.576

	Robinia pseudoacacia
	TB= a+(b/RCD)
	123.085
	<0.001
	0.152
	462.424

	Robinia pseudoacacia
	TB= a×(RCD2H)b
	-316.427
	0.016
	0.947
	22.912

	Robinia pseudoacacia
	TB= a×RCDb×Hc
	-339.339
	0.013
	0.955
	0.000

	Robinia pseudoacacia
	TB= a+b×log(RCD2H)
	47.506
	<0.001
	0.474
	386.845

	Robinia pseudoacacia
	TB=a+b×RCD2+c×H
	-206.499
	<0.001
	0.896
	132.840

	Robinia pseudoacacia
	TB=a+b×(RCD2H)
	-293.000
	<0.001
	0.939
	46.339

	Robinia pseudoacacia
	TB=a+b×RCD2+c×H2
	-310.839
	<0.001
	0.946
	28.500


[bookmark: _Hlk497202984]TB – total biomass (aboveground+belowground) [g], RCD – root collar diameter [mm], H – height [cm]


Table S3. Overview of functional traits used for calculation functional diversity components
	Numeric traits

	Trait
	min
	mean
	SE
	max
	Completeness [%]

	EIV-Light1
	1
	6.2
	0.1
	9
	92.6%

	EIV-Temperature1
	2
	5.4
	0.1
	8
	63.1%

	EIV-Continentality1
	2
	4.0
	0.1
	7
	79.5%

	EIV-Moistuire1
	2
	5.1
	0.1
	11
	80.1%

	EIV-Soil reaction1
	1
	5.9
	0.1
	9
	61.5%

	EIV-Nitrogen1
	1
	5.1
	0.1
	9
	73.1%

	Canopy height [m] 2
	0.02
	3.31
	0.44
	40.00
	95.5%

	Leaf dry matter content [mg g-1] 2
	63.0
	234.2
	4.6
	510.0
	81.1%

	Leaf mass [mg] 2
	0.74
	232.20
	42.83
	5603.08
	71.5%

	Leaf size [mm2] 2
	0.00
	4635.78
	802.30
	117000.00
	79.2%

	Specific leaf area [mm2 mg-1] 2
	4.75
	25.06
	0.79
	144.775
	82.7%

	Seed mass [mg] 2
	0.004
	102.993
	39.007
	7708.650
	84.6%

	Seed number per shoot2
	1.00
	1349373.70
	1234489.42
	300000000.00
	77.9%

	Categorical traits3

	Life form3
	Number of plants
	Type of reproduction3
	Number of plants
	Life strategy3
	Number of plants

	Chamaephyte
	12
	s (by seed/by spore)
	111
	C
	122

	Geophyte
	26
	ssv (mostly by seed, rarely vegetatively)
	39
	CR
	31

	Hemicryptophyte
	147
	sv (by seed and vegetatively)
	120
	CS
	48

	Liana
	12
	vvs (mostly vegetatively, rarely by seed)
	12
	CSR
	67

	moss
	27
	-
	-
	R
	10

	Phanerophyte
	64
	-
	-
	S
	3

	Therophyte
	24
	-
	-
	SR
	3

	Completeness [%]
	100.0%
	-
	93.8%
	-
	91.0%


Sources: 1 – EIV – ecological indicator value, after Ellenberg and Leuschner (2010); 2 – after LEDA database (Kleyer et al. 2008); 3 –  after BiolFlor database  (Klotz et al. 2002)
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Figure S2. Parameters of resampled random forest (RF) and boosted regression tree (GBM) models used to assess drivers of biomass for the species studied. For each model we tested values for all training parameters combinations and compared them using the caret::resamples() function. 
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