Table 1. Alien arthropods as biological vectors for vector-borne zoonotic diseases (*=invasive alien species of Union concern). V = vector borne transmission by either flea (F), tick (T) or mosquito (MOS). Case fatality is mean of case fatalities reported by ECDC from 2012-2018 (where data are available). The criteria for actual or potential impact are outlined in Table 3.
	(a) Arthropoda: Arachnida

	Order: Family
	Name of Alien Species
	Pathogen genus impacted
	Evidence for role in zoonotic disease transmission
	Countries of impact
	Actual or potential impact
(certainty)
	Refs

	
	
	Species within genus
	Trans
mission
	Case fatality rate (%)
	
	
	
	

	Ixodida:
Ixodidae
	Rhipicephalus microplus
	Candidatus Rickettsia senegalensis 
	V(F)
	-
	Pathogens found in 1-2 ticks of this IAS recovered from Philippine deer in invaded range
	Guam
	Potential
(very low)
	(1)

	Ixodida:
Ixodidae
	Hyalomma marginatum
	Rickettsia aeschlimannii
	V(T)
	-
	Adult Hyalomma marginatum tick positive for Rickettsia aeschlimannii 
	Austria
	Potential
(very low)
	(2)

	Ixodida:
Ixodidae
	Rhipicephalus appendiculatus
	Theileria parva 
(East Coast Fever)
	V(T)
	-
	Alien tick is a highly competent vector for East Coast fever, previously absent from island. Alien species introduction through cattle imports probably led to subsequent outbreaks
	Comoros Islands, Indian Ocean
	Actual
(high)
	(3)

	Ixodida:
Ixodidae
	Rhipicephalus sanguineus
	Rickettsia conorii
	V(T)
	-
	Implicated as only potential local vector of five cases of Mediterranean boutonneuse fever. Alien status in Switzerland is unclear
	Switzerland
	Actual
(low)
	(4)

	(b) Arthropoda: Insecta

	Order: Family
	Name of Alien Species
	Pathogen genus impacted
	Evidence for role in zoonotic disease transmission
	Countries of impact
	Actual or potential impact
(certainty)
	Refs

	
	
	Species within genus
	Trans
mission
	Case fatality rate (%)
	
	
	
	

	Diptera: Culicidae
	Aedes aegypti
	Dirofilaria immitis Dirofilaria repens
	V(MOS)
	-
	Pathogens only rarely transmitted from dogs to humans. Non-infective larval stage of these pathogens found in adult Ae. aegypti in Argentina. 
Laboratory colonies (Switzerland) found to be refractory to the pathogen
	Argentina
Switzerland
	Potential
(low)
	(5,6)(7)

	Diptera: Culicidae
	Culex pipiens
	Dirofilaria immitis Dirofilaria repens
	V(MOS)
	-
	Non-infective larval stage of these pathogens found in adult Cx. pipiens in Argentina
	Argentina

	Potential
(low)
	(5,6)

	Diptera: Culicidae
	Aedes japonicus
	Dirofilaria immitis Dirofilaria repens
	V(MOS)
	-
	Efficient a vector in the field for both D. immitis and D. repens as the native Ae. geniculatus (lab. competence of colony and field populations)
	Switzerland
	Potential
(medium)
	(7)

	Diptera: Culicidae
	Aedes albopictus
	Dirofilaria immitis Dirofilaria repens
	V(MOS)
	-
	The infective stage of this pathogen has been found in adult populations of Ae. albopictus in Italy and been anecdotally linked within an increase in human dirofilariosis
	Italy
	Actual
(low)
	(8)(9)

	Diptera: Culicidae
	Aedes aegypti
	Eastern equine encephalitis virus
	V(MOS)
	-
	Adults were found to acquire transmissible viral infections from infected starling hosts in the laboratory
	United States
	Potential
(low)
	(10)

	Diptera: Culicidae
	Aedes japonicus japonicus
	Cache Valley virus
	V(MOS)
	-
	In the lab, vector competence of Ae. j. japonicus mosquitoes was equivalent to other species that are part of the CVV transmission cycle
	United States
	Potential (high)
	(11)

	Diptera: Culicidae
	Aedes japonicus japonicus
	West Nile Virus 
	V(MOS)
	9.13
	Introduced populations are highly susceptible to WNV, even more so than native vector Culex pipiens. Also feeds opportunistically on avian and mammalian hosts and highly abundant in late summer and autumn when human WNF cases occur, making it the ideal bridge vector
	Switzerland
	Potential (high)
	(12,13)

	Diptera: Culicidae
	Aedes japonicus japonicus
	Dengue virus
	V(MOS)
	-
	
	
	
	(14)

	Diptera: Culicidae
	Aedes japonicus japonicus
	Chikungunya virus
	V(MOS)
	-
	
	
	
	(14)

	Diptera: Culicidae
	Aedes japonicus japonicus
	Zika virus
	V(MOS)
	-
	
	
	
	(14)

	 Diptera: Culicidae
	Aedes albopictus
	West Nile Virus
	V(MOS)
	9.13
	Ae. albopictus has been found to be competent for West Nile Virus in laboratory and field populations in the US and Europe
	Europe
United States
	
	(15)

	Diptera: Culicidae
	Aedes albopictus
	Chikungunya virus
	V(MOS)
	-
	Where Ae. albopictus is established, viraemic travel-related cases may generate local urban transmission of the virus as demonstrated by the sporadic events of chikungunya virus transmission since 2007. Field populations of the species have also been shown to be competent in the laboratory for this virus in Europe and the United States.
	Europe
United States
	Actual
(very high)
	(16–19)
(9)
(20)

	Diptera: Culicidae
	Aedes albopictus
	Dengue Virus
	V(MOS)
	-
	Where Ae. albopictus is established, viraemic travel-related cases may generate local urban transmission of the virus as demonstrated by the sporadic dengue outbreaks since 2010 in Europe.

	France, Croatia
	Actual
(very high)
	(9)

	Diptera: Culicidae
	Culex quinquefasciatus 
	West Nile Virus
	V(MOS)
	9.13
	The species has established as a primary vector for WNV in the US, human cases shown to correlate with infection rates in this species
	United States
	Actual (medium)
	(21)




Table 2. Alien arthropods (Crustacea) as hosts for zoonotic diseases (*=invasive alien species of Union concern). C = transmission through contact. The criteria for actual or potential impact are outlined in Table 3.

	(a) Maxillopoda

	Order: Family
	Name of Alien Species
	Pathogen genus impacted
	Evidence for role in zoonotic disease transmission
	Countries of impact
	Actual or potential impact
(certainty)
	Refs

	
	
	Species within genus
	Trans
mission
	Case fatality rate (%)
	
	
	
	

	Sessilia: Austrobalanidae
	Austrominius (Elminius) modestus
	Colliforms
	C
	-
	Coliform concentrations were significantly higher in the species than in the native Mytilus edulis, per unit area, across all surveyed sites.
	United 
Kingdom
	Potential
(low)
	(22,23)





Table 3. Alien molluscs as hosts for zoonotic diseases (*=invasive alien species of Union concern). O =oral transmission through food (F) or water (W). Case fatality is mean of case fatalities reported by ECDC from 2012-2018 (where data are available). The criteria for actual or potential impact are outlined in Table 3.
	(a) Gastropoda

	Order: Family
	Name of Alien Species
	Pathogen genus impacted
	Evidence for role in zoonotic disease transmission
	Countries of impact
	Actual or potential impact
(certainty)
	Refs

	
	
	Species within genus
	Trans
mission
	Case fatality rate (%)
	
	
	
	

	Planorbidae
	Biomphalaria glabrata
	Schistosoma mansoni
	O(W)
	-
	Intermediate hosts for Schistosoma mansoni
which itself is increasingly imported into Europe by immigrants from endemic areas
	Romania
	Potential
(low)
	(24)

	Planorbidae
	Biomphaliaria tenagophila
	Schistosoma mansoni
	O(W)
	-
	Intermediate hosts for Schistosoma mansoni
which itself is increasingly imported into Europe by immigrants from endemic areas
	Romania
	Potential
(low)
	(24)

	Achatinidae
	Achatina fulica
	Angiostrongylus cantonensis
A.  costaricensis
	O(F)
	-
	Intermediate host for this pathogen (the rat lungworm), facilitating establishment in Florida
	United States
	Potential
(low)
	(25)

	Caenogastropoda: Thiaridae
	Melanoides tuberculata
	Philophthalmus gralli
P. lucipetus
P. gralli
	O(W)
	-
	IAS established as an intermediate host for these eye trematodes. When definitive hosts were experimentally removed, pathogen prevalence decreased in the IAS intermediate host
	Costa Rica
Peru
Brazil
	Potential
(low)
	(26)
(27)
(28)

	Caenogastropoda: Thiaridae
	Melanoides tuberculata
	Centrocestus formosanus
	O(F,W)
	-
	IAS infested with this pathogen so probably intermediate host
	Brazil
	Potential
(low)
	(28)

	Caenogastropoda: Thiaridae
	Melanoides tuberculata
	Clonorchis sinensis
	O(F,W)
	-
	IAS established as an intermediate host though not yet linked to infections causing human cases in Brazil
	Brazil
	Potential
(low)
	(28)

	Caenogastropoda: Thiaridae
	Melanoides tuberculata
	Haplorchis pumilio
	O(F)
	-
	IAS established as an intermediate host and linked to haplorchiasis in humans in Venezuela
	Venezuela
	Realised
(low)
	(28)

	Caenogastropoda: Thiaridae
	Melanoides tuberculata
	Paragonimus westermani
	O(F)
	-
	IAS established as an intermediate host though not yet linked to infections causing human cases in Brazil
	Brazil
	Potential
(low)
	(28)

	Caenogastropoda: Thiaridae
	Melanoides tuberculata
	Philophthalmus gralli
	O(W)
	-
	IAS infested with this pathogen so probably intermediate host
	Brazil
	Potential
(low)
	(28)

	Neritopsina: Helicinidae
	Alcadia striata
	Angiostrongylus cantonensis
	O(F)
	-
	intermediate host for this pathogen (the rat lungworm), facilitating establishment in Florida
	United States
	Potential
(low)
	(25)

	Stylommatophora: Bradybaenidae
	Bradybaena similaris
	Angiostrongylus cantonensis
	O(F)
	-
	intermediate host for this pathogen (the rat lungworm), facilitating establishment in Florida
	United States
	Potential
(low)
	(25)

	Stylommatophora: Bradybaenidae
	Zachrysia provisoria
	Angiostrongylus cantonensis
	O(F)
	-
	intermediate host for this pathogen (the rat lungworm), facilitating establishment in Florida
	United States
	Potential
(low)
	(25)



Table 4.  Alien fish species as hosts for food-borne zoonotic diseases (*=invasive alien species of Union concern). O = oral transmission through food (F) or water (W). Case fatality is mean of case fatalities reported by ECDC from 2012-2018 (where data are available). The criteria for actual or potential impact are outlined in Table 3.
	Actinopterygii

	Order: Family
	Name of Alien Species
	Pathogen genus impacted
	Evidence for role in zoonotic disease transmission
	Countries of impact
	Actual or potential impact
(certainty)
	Refs

	
	
	Species within genus
	Trans
mission
	Case fatality rate (%)
	
	
	
	

	Cichliformes: Cichlidae
	Oreochromis niloticus
	Echinostomatidae
	O(F)
	-
	A very low prevalence (1.5%) of trematode infections found in farmed Nile tilapia (n=388)
	China
	Potential
(low)
	(29)

	Cichliformes: Cichlidae
	Oreochromis niloticus
	Heterophyidae
	O(F)
	-
	A very low prevalence (1.5%) of trematode infections found in farmed Nile tilapia (n=388)
	China
	Potential
(low)
	(29)

	Cypriniformes: Cyprinidae
	Cyprinus carpio
	Contracaecum bancrofti
	O(F,W)
	-
	Intermediate host for Contracaecum bancrofti, linked to human infections
	Australia
	Actual
(low)
	(30)

	Salmonidae
	Oncorhynchus keta
	Anasakis simplex
	O(F)
	-
	Host for nematodes, which is prevalent in Baltic and Barent seas, causes anisakidosis
	Europe
	Actual
(low)
	(31)

	Salmonidae
	Oncorhynchus nerka
	Anasakis simplex
	O(F)
	-
	Host for nematodes, which is prevalent in Baltic and Barent seas, causes anisakidosis
	Europe
	Actual
(low)
	(31)





Table 5. Alien bird species as hosts for zoonotic diseases. A = aerosol transmission. C= contact transmission. O = oral transmission through food (F) or water (W). V = vector-borne transmission by either tick (T) or mosquito (MOS). Case fatality is mean of case fatalities reported by ECDC from 2012-2018 (where data are available). The criteria for actual or potential impact are outlined in Table 3.
	Aves

	Order: Family
	Name of Alien Species
	Pathogen genus impacted
	Evidence for role in zoonotic disease transmission
	Countries of impact
	Actual or potential impact
(certainty)
	Refs

	
	
	Species within genus
	Trans
mission
	Case fatality rate (%)
	
	
	
	

	Passeriformes: Sturnidae
	Sturnus vulgaris
	Salmonella enterica
	O(F)
	0.2
	The species is reservoir host. 2.5% prevalence in sampled individuals. 
	United States
	Potential (medium)
	(32)

	Passeriformes: Sturnidae
	Sturnus vulgaris
	Eastern equine encephalitis (EEEV) virus
	V(MOS)
	-
	The bird is likely maintenance host. Longer, more intense viremia than in other birds. Starlings frequently die as their viremia starts to wane, whereas other bird species generally survive at this stage.
	United States
	Potential (medium)
	(10)

	Anseriformes: Anatidae
	Branta canadensis
	Chlamydia psittaci
	A
	-
	Role of IAS as host indicated by high prevalence (>90%) of C. psittaci antibodies, posing considerable risk of transmission.
	Belgium
	Potential (low)
	(33)

	Anseriformes: Anatidae
	Branta canadensis
	Cryptosporidium sp.
	O(F,W)
	0.01
	Presence of Cryptosporidium found in free-living United Kingdom populations
	United Kingdom
	Potential (very low)
	(34)

	Galliformes: Phasianidae
	Alectoris chukar
	Chlamydia psittaci
	A
	-
	Role of species as host indicated by high prevalence (>50%) of C. psittaci antibodies in farm setting
	United States
	Potential (low)
	(35)

	Psittaciformes: Psittacidae
	Myiopsitta monachus
	Cryptosporidium spp.
	O(F,W)
	0.01
	It is a host, around 20% of sampled populations of this IAS harboured Cryptosporidium in Chile. Water acts as the primary source for contamination by Cryptosporidium spp.
	Chile 
	Potential (low)
	(36)

	Psittaculidae
	Psittacula 
krameri
	Chlamydia psittaci
	A
	-
	IAS as host, low levels of shedding found in 20% of IAS individuals in urban park
	France
	Potential (low)
	(37)
(38)

	Psittaculidae
	Psittacula 
krameri
	Influenza A virus (H9N2)
	A;C
	-
	Parakeets imported (Pakistan to Japan) harbor H9N2 influenza A viruses, closely related to human strains from Hong Kong
	Japan
	Potential
(low)
	(39)

	Columbiformes: Columbidae
	Columba livia
	St. Louis encephalitis virus (SLEV)
	V(MOS)
	-
	Alien bird is a host for the virus in peridomestic settings, 3.4% prevalence is greater than for native species
	United States
	Potential (low)
	(40)

	Columbiformes: Columbidae
	Columba livia
	western equine encephalomyelitis virus (WEEV)
	V(MOS)
	-
	Alien bird is a host for the virus in peridomestic settings, though <1% prevalence, equivalent to native species 
	United States
	Potential (low)
	(40)

	Columbiformes: Columbidae
	Streptopelia chinensis
	Japanese encephalitis virus (JEV)/ Saint Louise Encephalitis virus (SLEV)
	V(MOS)
	-
	Potential host for virus, <1% of sampled populations had neutralising antibodies to JEV/SLEV in Hawaii
	United States
	Potential (very low)
	(41)

	Estrildidae
	Padda oryzivora
	Japanese encephalitis virus (JEV)/ Saint Louise Encephalitis virus (SLEV)
	V(MOS)
	-
	Potential host for virus, <1% of sampled populations had neutralising antibodies to JEV/SLEV in Hawaii
	United States
	Potential (very low)
	(41)

	Passeriformes: Fringillidae
	Fringilla coelebs
	Giardia spp.
	O
	0.05
	Alien bird is host, 60% of sampled birds (10) carried Giardia spp. in farmland settings
	New Zealand
	Potential (low)
	(42)

	Passeriformes: Turdidae
	Turdus philomelos
	Whataroa virus
	V(MOS)
	-
	Whataroa virus is mosquito-borne and causes influenza like symptoms in humans. Antibodies found in 15% of sampled birds (>4000), suggesting IAS hosts plays maintenance role 
	United States
	Potential (medium)
	(43)

	Passeriformes: Turdidae
	Turdus merula
	Giardia spp.
	O
	0.05
	Alien bird is host, 35% of sampled birds (20) carried Giardia in farmland settings 
	New Zealand
	Potential (low)
	(42)

	Passeriformes: Turdidae
	Turdus philomelos
	Cryptosporidium spp.
	O(F,W)
	0.01
	Alien bird is host, 21.4% of sampled birds (14) carried Cryptosporidium in farmland settings
	New Zealand
	Potential (low)
	(42)

	Passeriformes: Turdidae
	Turdus philomelos
	Giardia spp.
	O
	0.05
	Alien bird is host, 50% of sampled birds (14) carried Giardia spp. in farmland settings
	New Zealand
	Potential (low)
	(42)

	Passeriformes: Prunellidae
	Prunella modularis
	Giardia spp.
	O
	0.05
	Alien bird is host, 14.3% of sampled birds (14) carried Giardia spp. in farmland settings
	New Zealand
	Potential (low)
	(42)

	Passeriformes: Passeridae
	Passer domesticus
	Toxoplasma gondii
	O(F)
	2.11
	Alien bird is host, <2% of sampled birds were infected, much less than native hosts
	United States
	Potential (very low)
	(44)

	Passeriformes: Passeridae
	Passer domesticus
	Cryptosporidium spp.
	O(F,W)
	0.01
	Alien bird is host, 8.2% of sampled birds (61) carried Cryptosporidium spp. in farmland settings
	New Zealand
	Potential (very low)
	(42)

	Passeriformes: Passeridae
	Passer domesticus
	Giardia spp. 
	O
	0.05
	Alien bird is host, 15.4% of sampled birds (104) carried Giardia spp. in farmland settings
	New Zealand
	Potential (low)
	(42)

	Passeriformes: Passeridae
	Passer domesticus
	Eastern equine encephalitis virus (EEEV)
	V(MOS)
	-
	Sparrows found to be reservoir host for this mosquito-borne alphavirus equally susceptible to Rattus species, with viraemia lasting 4-5 days
	United States
	Potential (medium)
	(45)

	Passeriformes: Passeridae
	Passer domesticus
	Western equine encephalomyelitis virus (WEEV)
	V(MOS)
	-
	Alien bird is a host for the virus in peridomestic settings, though <0.1% prevalence
	United States
	Potential (low)
	(40)

	Passeriformes: Passeridae
	Passer domesticus
	St. Louis encephalitis virus (SLEV)
	V(MOS)
	-
	Alien bird is a host for the virus in peridomestic settings, though <1% prevalence
	United States
	Potential (low)
	(40)



Table 6. Invasive alien mammals as hosts for zoonotic diseases: A = aerosol transmission. C= contact transmission. O = oral transmission through food (F) or (W). V = vector-borne transmission by either flea (F), tick (T), mite (MI), lice (LI), biting flies (BF), Triatminae (Tri) or mosquitoes (MOS). Case fatality is mean of case fatality rate reported by ECDC from 2012-2018 (where data are available). The criteria for actual or potential impact are outlined in Table 3.

Key: Species in bold with * = IAS of Union concern, species underlined with # = IAS species listed in the Horizon scanning (46).
	Mammalia

	Order: Family
	Name of Alien Species
	Pathogen genus impacted
	Evidence for role in zoonotic disease transmission
	Countries of impact
	Actual or potential impact
(certainty)
	Refs

	
	
	Species within genus
	Trans
mission
	Case fatality rate (%)
	
	
	
	

	Artiodactyla: Suidae
	Sus scrofa
	Brucella spp. (B. suis, B. canis
	O(F)
	0.73
	4.3- 15% of samples tested positive
Brucella is a bacterium that causes brucellosis or undulant fever in humans. Hunters and those working in the livestock industries are particularly at risk. It should be noted that in Europe only an avirulent strain of B. suis is prevalent on wild-boars which cause abortions in pigs but a very limited number of humans cases (despite a huge exposure of hunters) in immunocompromised humans
	United States
Georgia
Australia
	Actual (medium)
	(47)
(48)
(49)
(50)
(51–55)

	Artiodactyla: Suidae
	Sus scrofa
	Campylobacter spp. (Campylobacter coli, Campylobacter fetus, Campylobacter hyointestinalsis, Campylobacter jejuni, Campylobacter lanienae and Campylobacter sputorum)
	O(F)
	0.13
	Zero - 40% of samples tested positive. Food -borne Campylobacter infections are usually mild but considered the most common bacterial cause of human gastroenteritis in the world
	United States
Georgia
	Potential (medium)
	(56)
(53)

	Artiodactyla: Suidae
	Sus scrofa
	Coxiella burnetii  
	A;O(F)
	0.69
	22- 50% of samples tested positive. Air- and food-borne infections of the bacterium.
Coxiella burnetii causes Q-fever. Some people are asymptomatic but others have flu-like symptoms. Livestock workers are particularly vulnerable
	Australia 
United States
	Potential (medium)
	(57)
(48)

	Artiodactyla: Suidae
	Sus scrofa
	Cryptosporidium spp. (C. scrofarum and C. suis)
	O(F,W)
	0.01
	1.6-5.4% of feral pigs were shedding oocysts.
Water- and food-borne infections of the bacterium Cryptosporidium sp. cause gastroenteritis. Contamination of water sources is seen as increasingly problematic
	United States
	Potential (very low)
	(58)
(59)

	Artiodactyla: Suidae
	Sus scrofa
	Ehrlichia chaffeensis
	V(T)
	-
	Possibility of antibodies in feral pigs.
Tick-borne bacterium that can cause Ehrlichiosis in humans which results in mild to moderate flu-like symptoms
	United States
	Potential (very low)
	(60)

	Artiodactyla: Suidae
	Sus scrofa
	Escherichia coli
	O(F)
	0.3
	Presence in 28% of samples
Detection of the bacterium in S. scrofa at higher levels in agricultural regions compared to forested regions
	Georgia
	Potential (low)
	(53)

	Artiodactyla: Suidae
	Sus scrofa
	Giardia sp.
	O
	0.05
	4.3 – 7.6% of feral pigs were shedding Giardia.
Water- and food-borne infections can occur from a variety of livestock. Feral S. scrofa maybe a reservoir of Giardia transmitting to humans and livestock
	United States
	Potential (very low)
	(58)
(59)

	Artiodactyla: Suidae
	Sus scrofa
	Hepatitis E
	O(F)
	-
	4.4% seroprevalence
Low prevalence of this virus in feral S. scrofa
Feral swine acts as viral reservoir, transmission to humans by consumption of swine
	United States
	Potential
(very low)
	(50)

	Artiodactyla: Suidae
	Sus scrofa
	Influenza (H1N1, H3N2, Influenza A)
	A;C
	-
	H1N1 virus has been detected in feral S. scrofa. 10.8% seroprevalence for influenza A
Multiple strains can circulate in swine simultaneously 
	United States
	Potential (low)
	(61)
(62)
(50)

	Artiodactyla: Suidae
	Sus scrofa
	Leptospira spp. (L. pomona, L. hardjo, L. interrogans, Leptospira interrogans serovar Pomona, Leptospira borgpetersenii serovar tarassovi
	A;C;O(W)
	3.08
	10 - 87% seroprevalence.
Leptospirosis is a severe flu-like illness caused by bacteria in the genus Leptospira. Increased seroprevalence of Leptospira spp. occurred in years preceded by flooding and high rodent abundance in Australia, suggesting the potential for zoonotic infection is much greater than previously realised
	Australia
United States
	Potential (medium)
	(52)
(48)
(52)
(63)
(64)

	Artiodactyla: Suidae
	Sus scrofa
	Mycobacterium avium
	A
	-
	85% seroprevalence
Tuberculosis in humans due to M. avium most often occur in immunocompromised individuals
	United States
	Potential (medium)
	(48)

	Artiodactyla: Suidae
	Sus scrofa
	Pseudorabies virus (PRV)
	A;O
	-
	2.52 - 3% seroprevalence 
PRV primarily infects swine and has several secondary hosts, including cattle, dogs, and cats. It may infect humans. Higher prevalence of pseudorabies in feral S. scrofa hunted with dogs compared to other harvesting methods
	United States
	Potential (very low)
	(48)
(55)
(54)

	Artiodactyla: Suidae
	Sus scrofa
	Salmonella sp.
	O(F)
	0.2
	50% of animals possessed antibodies for Salmonella sp.
	United States
	Potential (low)
	(65)

	Artiodactyla: Suidae
	Sus scrofa
	Streptococcus suis
	O(F)
	-
	94.4% of animals tested positive for Streptococcus suis. It should be noted that human infection can be severe, with a short incubation leading to death. Few cases have been recorded in meat production industry. Very few cases in hunters
	United States
	Potential (low)
	(65)

	Artiodactyla: Suidae
	Sus scrofa
	Toxoplasma gondii
	O(F)
	2.11
	Infection levels ranged from 11% to 27.7%
Protozoan that can infect humans causing toxoplasmosis, most humans are asymptomatic but some have flu-like symptoms. More serious complications occur in immunocompromised individuals. lack of sanitary management of feral animals increases the incidence of infections, and the consumption of raw or inadequately cooked meat may become a potential source of infection for humans
	Brazil
United States
	Potential (low)
	(66)
(67)
(48)
(68)
(69)
(70)

	Artiodactyla: Suidae
	Sus scrofa
	Trichnella sp. (T. spiralis)
	O(F)
	0.42
	Prevalence was low ranging from 1.8 to 13.3%
Food-borne transmission of this nematode can cause Trichinellosis which is widely distributed worldwide
	Chile 
United States
	Potential (low)
	(67)
(50)
(71)
(72)
(70)
(69)


	Artiodactyla: Suidae
	Sus scrofa
	Trypanosoma cruzi
	V(TRI)
	-
	6% of S. scrofa, reservoir for the protozoan, tested positive.
Eleven species of kissing bugs (Hemiptera: Reduviidae) are found in the United States with ranges possibly expanding northward. At least eight of the species, perhaps all, vector Trypanosoma cruzi, the cause of Chagas disease. Infection can also occur through food- or water-borne transmission
	United States
	Potential (low)
	(73)

	Artiodactyla: Suidae
	Sus scrofa
	Yersinia pestis    
	A;V(FL)
	-
	15% of S. scrofa tested positive for Y. pestis.
Plague causing bacterium transmitted by fleas. It should be noted that comparison between continents is difficult because of differences in the epidemiological contexts
	United States
	Potential (very low)
	(48)

	Carnivora: Canidae
	Nyctereutes procyonoides*
	Alaria alata
	O(F)
	-
	30 – 94.3% infection of the trematode. 
	Poland
Estonia
Denmark
Lithuania
Austria
	Potential
(low)

	(74)
(75)
(76)
(77)
(78)

	Carnivora: Canidae
	Nyctereutes procyonoides*
	Anaplasma phagocytophilum
	V(T)
	-
	Bacterium spread by ticks to humans causing   anaplasmosis. 23% infection of raccoon dogs compared to 8.2% of red foxes
	Germany
	Potential (low)
	(79)

	Carnivora: Canidae
	Nyctereutes procyonoides*
	Apophallus sp.
	O(F)
	-
	15.1% intestinal helminth infection of raccoon dogs compared to 7.6% of red foxes
	Poland
	Potential (low)
	(74)

	Carnivora: Canidae
	Nyctereutes procyonoides*
	Echinococcus multilocularis
	O
	0.64
	Low prevalence with 1.6% in Estonia, 6.6-21.1% in Latvia, 8.2% in Lithuania, 5.1-8.0% in Poland and 2.7-4.8% in Germany. Moderate prevalence in Slovakia (50% but two individuals sampled)
	Poland
Germany
Netherlands
Estonia
	Potential (very low)
	(74)
(80)
(81)
(82)

	Carnivora: Canidae
	Nyctereutes procyonoides*
	Francisella tularensis
	V(T,BF,MOS)
	3.05
	Lower prevalence of bacterium in raccoon dog (12.8%) than red fox (18.4%). Pathogen is the causative agent for tularemia
	Germany
	Potential (low)
	(83,84)

	Carnivora: Canidae
	Nyctereutes procyonoides*
	Ancylostoma spp.
	C
	-
	Higher prevalence of hookworm in raccoon dog (83%) than red fox (68.2%)
	Poland
	Potential (medium)
	(74)

	Carnivora: Canidae
	Nyctereutes procyonoides*
	Mesocestoides spp.
	O
	-
	Lower prevalence of helminth in raccoon dog (24.5%) compared to red fox (57.6%). Only approximately 3% of raccoon dogs infected in Germany
	Poland
Germany
	Potential (very low)
	(74)
(85)

	Carnivora: Canidae
	Nyctereutes procyonoides*
	Rabies (Lyssavirus spp.)
	C
	100
	Prevalence of rabies increased from 11.8% in 1994 to 28.9% in 2004 in raccoon dogs in Lithuania. Variable prevalence across studies from 0-100% infection in samples. However, raccoon dog is now a new maintenance host of rabies in North-East of Europe but the number of human cases in Europe remains less than one per year 
	Estonia
Lithuania
Latvia
Poland
	Potential (medium)
	(86)
(87)
(88)
(89)
(90)
(91)
(92)

	Carnivora: Canidae
	Nyctereutes procyonoides*
	Taenia spp.
	O(F)
	-
	Lower prevalence of helminth in raccoon dog (1.9%) compared to red fox (40.9%)
	Poland
	Potential (very low)
	(74)

	Carnivora: Canidae
	Nyctereutes procyonoides*
	Toxocara/Toxascaris nematodes
	O
	-
	Lower prevalence of helminth in raccoon dog (15.1%) compared to red fox (33.3%)
	Poland
	Potential (very low)
	(74)

	Carnivora: Canidae
	Nyctereutes procyonoides*
	Trematodes, cestodes, nematodes
	-
	-
	4 trematodes, 4 cestodes and 9 nematodes. Number and range of raccoon dogs in Europe and the relatively high number of zoonotic pathogen taxa that it harbours suggests that this species should be considered an important source of environmental contamination
	Estonia
	Potential (low)
	(75)

	Carnivora: Canidae
	Nyctereutes procyonoides*
	Trichinella spiralis (also T. britovi, T. nativa, T. pseudospiralis)
	O(F)
	0.42
	Higher prevalence of Trichinella sp. in foxes (28.9–40.6%) than raccoon dogs (32.5–42%) across Lithuania, Latvia and Estonia. In Poland only 0.8% infection rate; 5% in Germany; 1 out of 9 raccoon dogs in the Netherlands
	Lithuania
Latvia
Estonia
Poland
Germany
Netherlands
	Potential (medium)
	(93)
(94)
(72)
(81)
(95)
(96)
(97)

	Carnivora: Canidae
	Nyctereutes procyonoides*
	Uncinaria stenocephala
	O
	-
	97.6% infection in hunted raccoon dogs. Infection intensity determined by weight
	Estonia
	Potential (medium)
	(75)

	Carnivora: Canidae
	Canis lupus
	Echinococcus granulosus
	O
	0.64
	2.2% faecal samples tested positive for E. granulosus
	Estonia
	Potential (very low)
	(98)

	Carnivora: Canidae
	Canis lupus familiaris
	Leptospira spp. (L. mayottensis, L. borgpetersenii, L. kirschneri)
	A;C;O(W)
	3.08
	Reservoir of L. mayottensis; main reservoirs of L. borgpetersenii and L. kirschneri, both bacteria being prevalent in local clinical cases
	Madagascar
	Actual (medium)
	(99)

	Carnivora: Canidae
	Canis lupus dingo
	Coxiella burnetii
	A;O(F)
	0.69
	Lower prevalence (17.3%) of the bacterium in dingoes compared to native species Isoodon macrourus (23.9%) but higher than possum (10.7%)
	Australia
	Potential (low)
	(57)

	Carnivora: Canidae
	Vulpes vulpes
	Bartonella henselae, Bartonella clarridgeiae
	V(F)
	-
	B. henselae and B. clarridgeiae were detected in fleas (Ctenocephalides felis) from red foxes (Vulpes vulpes)
	Australia
	Potential (very low)
	(100)

	Carnivora: Canidae
	Vulpes vulpes
	Coxiella burnetii
	A;O(F)
	0.69
	Higher prevalence (43.8%) of the bacterium in foxes compared to native species Isoodon macrourus (23.9%) and possum (10.7%)
	Australia
	Potential (medium)
	(57)

	Carnivora: Canidae
	Vulpes vulpes
	Echinococcus granulosus
	O
	0.64
	Presence only cited, widely spread tapeworm of domestic dogs 
	Australia
	Potential (very low)
	(101)

	Carnivora: Felidae
	Felis catus
	Helminths (Angiostrongylus cantonensis, Toxocara cati, Ancylostoma braziliense, Taenia taeniaeformis, Moniliformis moniliformis, Hymenolepis nana)
	-
	-
	Sixty-one (92%) of cats harboured one or more helminth species
	Australia
	Potential (medium)
	(102)

	Carnivora: Felidae
	Felis catus
	Coxiella burnetii
	A;O(F)
	0.69
	Higher prevalence (38.7%) of the bacterium in cats compared to native species Isoodon macrourus (23.9%) and possum (10.7%)
	Australia
	Potential (medium)
	(57)

	Carnivora: Felidae
	Felis catus
	Leptospira spp.
	A;C;O(W)
	3.08
	Leptospira spp. was detected in the 42.4% of sampled cats in Christmas Island, but no in cats sampled in Dirk Hartog Island or southwest Western Australia
	Australia
	Potential (low)
	(102)

	Carnivora: Felidae
	Felis catus
	Toxoplasma sp.  (Toxoplasma gondii)
	O(F)
	2.11
	Antibody test to Toxoplasma sp., yielded a prevalence rate of about 16%. In a further study DNA of Toxoplasma gondii was detected in 5% of faecal samples
	United States
	Potential (low)
	(103) (104)

	Carnivora: Mustelidae
	Neovison vison
	Influenza A
	A;C
	-
	2.2% seropositive
	Spain
	Potential (very low)
	(105)

	Carnivora: Mustelidae
	Neovison vison
	Ascaridinae
	O(F,W)
	-
	Presence only cited
	Chile
	Potential (very low)
	(106)

	Carnivora: Mustelidae
	Neovison vison
	Cryptosporidium sp.
	O(F,W)
	0.01
	Presence only cited
	Chile
	Potential (very low)
	(106)

	Carnivora: Mustelidae
	Neovison vison
	Echinococcus spp.
	O
	0.64
	Presence only cited. Average seropositivity 14.2% for echinococcosis
	Poland
	Potential (very low)
	(107)

	Carnivora: Mustelidae
	Neovison vison
	Leptospira spp. (L. interrogans, L. borgpetersenii)
	A;C;O(W)
	3.08
	54.6% of samples. Lakes and rivers also contaminated
	Chile
Patagonia
	Potential (medium)
	(106)
(108)

	Carnivora: Mustelidae
	Neovison vison
	Pterygodermatites (Paucipectines) spp.
	O
	-
	Presence only cited
	Chile
	Potential (very low)
	(106)

	Carnivora: Mustelidae
	Neovison vison
	Toxocara sp.
	O
	-
	Evidence of increase in seropositivity over time for Toxocara sp. Average seropositivity 21.7% for toxocarosis
	Poland
	Potential (low)
	(107)

	Carnivora: Mustelidae
	Neovison vison
	Toxoplasma gondii
	O(F)
	2.11
	78.8% were seropositive
	Spain
	Potential (medium)
	(109)

	Carnivora: Procyonidae
	Procyon lotor*
	Influenza H5N1
	A;C
	-
	Presence only cited
	Japan
	Potential (very low)
	(110)

	Carnivora: Procyonidae
	Procyon lotor*
	Baylisascaris procyonis
	O
	-
	1.9 – 100 % prevalence of the helminth as it has a broad range of paratenic hosts which are affected significantly by the migrating larval stages of the parasite. 
	Denmark
Germany
Poland
Norway
China
Japan
	Potential (medium)
	(111)
(112)
(113)
(114)
(115)
(116)
(117)
(118)
(119)

	Carnivora: Procyonidae
	Procyon lotor*
	Campylobacter sp.
	O(F)
	0.13
	1.3% prevalence. Principal reservoirs of the pathogen found in wild mammals and birds with occurrence higher in birds. 
	Japan
	Potential (very low)
	(120)

	Carnivora: Procyonidae
	Procyon lotor*
	Borrelia afzelii; Borrelia garinii
	V(T, LI)
	-
	0.9% prevalence
	Japan
	Potential (very low)
	(121)

	Carnivora: Procyonidae
	Procyon lotor*
	Capillaria sp.
	O
	-
	3.2% prevalence
	Poland
	Potential (very low)
	(115)

	Carnivora: Procyonidae
	Procyon lotor*
	Cryptosporidium sp.
	O(F,W)
	0.01
	34.7% prevalence with variance in infection rate between female (38.9%) and male (32.3%)
	Germany; Poland
	Potential (medium)
	(122)

	Carnivora: Procyonidae
	Procyon lotor*
	Enterocytozoon bieneusi
	O(W)
	-
	4.1% prevalence. Classed as major microsporidians to infect humans and animals globally. 240 different genotypes of E. bieneusi identified and split into eight different groups.
	Germany; Poland
	Potential (very low)
	(122)

	Carnivora: Procyonidae
	Procyon lotor*
	Francisella tularensis
	V(T,BF,MOS)
	3.05
	0.5% prevalence
	Japan
	Potential (very low)
	(121)

	Carnivora: Procyonidae
	Procyon lotor*
	Listeria spp.
	O(F)
	15.91
	2 - 5% in positive isolates found 
Amongst all species of Listeria spp., L. monocytogenes & L. ivanovii are regarded as “potentially pathogenic”
	Poland
	Potential (very low)
	(123)

	Carnivora: Procyonidae
	Procyon lotor*
	Molineus spp.
	O
	-
	Presence only cited
	Austria
	Potential (very low)
	(78)

	Carnivora: Procyonidae
	Procyon lotor*
	Orientia tsutsugamushi
	V(MI)
	-
	1.4% prevalence
	Japan
	Potential (very low)
	(121)

	Carnivora: Procyonidae
	Procyon lotor*
	Rickettsia japonica
	V(T)
	-
	7.3% prevalence
	Japan
	Potential (low)
	(121)

	Carnivora: Procyonidae
	Procyon lotor*
	Salmonella sp. (S. enterica)
	O(F)
	0.2
	2 – 5.7% prevalence in urban and suburban areas.
	Japan
Poland
	Potential (very low)
	(120)
(123)

	Carnivora: Procyonidae
	Procyon lotor*
	Sarcocystis kirkpatricki
	O(F)
	-
	8.3% prevalence in racoons and considered to be intermediate hosts of the pathogen.
	Germany
	Potential (low)
	(124)

	Carnivora: Procyonidae
	Procyon lotor*
	Staphylococcus spp.
	A;C
	-
	35% prevalence. Species in this genus were coagulase-positive and isolated most frequently.
	Poland
	Potential (medium)
	(123)

	Carnivora: Procyonidae
	Procyon lotor*
	Strongyloides procyonis
	C
	-
	28.3% prevalence and infection of one person, threadworm found in raccoons 
	Japan
	Actual (medium)
	(125)

	Carnivora: Procyonidae
	Procyon lotor*
	Toxascaris sp. 
	O
	-
	2 farmed raccoons
	Norway
	Potential (very low)
	(116)

	Carnivora: Procyonidae
	Procyon lotor*
	Toxocara sp.
	O
	-
	2 farmed raccoons
	Norway
	Potential (very low)
	(116)

	Carnivora: Procyonidae
	Procyon lotor*
	Yersinia spp.
	A;O(W)(F);V(F)
	0.07
	7 - 38.6% prevalence. All virulent strains found were Y. pseudotberculosis with all isolates belonging to the Far Eastern systemic pathogenicity type
	Japan
Poland
	Actual (medium)
	(120)
(123)

	Rodentia: Cricetidae
	Ondatra zibethicus*
	Anoplocephalidae
	O
	-
	Adult cestodes found 1.5% prevalence in the small intestine of sampled muskrats
	Germany
	Potential (very low)
	(126)

	Rodentia: Cricetidae
	Ondatra zibethicus*
	Cryptosporidium parvum
	O(F,W)
	0.01
	Heavily infested individuals. Infection in investigated rodent species were asymptomatic
	Poland
	Potential (very low)
	(127)

	Rodentia: Cricetidae
	Ondatra zibethicus*
	Echinococcus multilocularis
	O
	0.64
	0.7 – 4.1% prevalence
	Germany
France
	Potential (very low)
	(126)
(128)
(129)

	Rodentia: Cricetidae
	Ondatra zibethicus*
	Giardia spp.
	O
	0.05
	75.2% prevalence
	Germany
	Potential (medium)
	(130)

	Rodentia: Cricetidae
	Ondatra zibethicus*
	Hantavirus
	A;C
	-
	8% of tested animals (n=266) were found positive to infection; 14% had antibodies
	Germany
	Potential (low)
	(131)

	Rodentia: Cricetidae
	Ondatra zibethicus*
	Leptospira spp.
	A;C;O(W)
	3.08
	Presence only cited
	France
	Potential (very low)
	(132)

	Rodentia: Cricetidae
	Ondatra zibethicus*
	Taenia spp. (T. taeniaeformis, T. crassiceps, T. polyacantha, T. martis)
	O(F)
	-
	0.4 – 42.3% metacestodes with T. taeniaeformis at highest prevalence
	France
Germany
	Potential (medium)
	(129)
(126)

	Rodentia: Echimyidae
	Myocastor coypus*
	Aeromonas spp. (A. hydrophila, A. caviae, and A. dhakensis)
	O(W)
	-
	Presence only cited
	Korea
	Potential (very low)
	(133)

	Rodentia: Echimyidae
	Myocastor coypus*
	Echinococcus multilocularis
	O
	0.64
	>1% (2 of 531 individuals)
	France
	Potential (very low)
	(129)

	Rodentia: Echimyidae
	Myocastor coypus*
	Strongyloides myopotami
	C
	-
	99% prevalence
	Japan
	Potential (medium)
	(134)

	Rodentia: Echimyidae
	Myocastor coypus*
	Taenia sp. (T. taeniaeformis) 
	O(F)
	-
	3.8% prevalence
	France
	Potential (very low)
	(129)

	Rodentia: Echimyidae
	Myocastor coypus*
	Toxoplasma gondii
	O(F)
	2.11
	59.4% prevalence with higher incidence in male (68.2%) compared to female (31.8%) individuals
	Italy
	Potential (medium)
	(135)

	Rodentia: Muridae
	Mus musculus
	Bartonella sp.
	V(F)
	-
	Presence only cited
	Senegal
	Potential (very low)
	(136)

	Rodentia: Muridae
	Mus musculus
	Brucella sp.
	C; O(F)
	0.73
	Brucella was not identified, and it was concluded that prevalence was below 12%
	Australia
	Potential (low)
	(137)

	Rodentia: Muridae
	Mus musculus
	Cryptosporidium spp.
	O(F,W)
	0.01
	11.8% prevalence
	New Zealand
	Potential (low)
	(42)

	Rodentia: Muridae
	Mus musculus
	Giardia spp.
	O
	0.05
	30.5% prevalence
	New Zealand
	Potential (medium)
	(42)

	Rodentia: Muridae
	Mus musculus
	Hantavirus
	A;C
	-
	Presence only cited
	Senegal
	Potential (very low)
	(138)

	Rodentia: Muridae
	Mus musculus
	Hepatozoon canis
	V(T)
	-
	Presence only cited but notes lower levels of pathogen prevalence compared to native species sampled in same study
	Senegal
	Potential (very low)
	(139)

	Rodentia: Muridae
	Mus musculus
	Helminths
	-
	-
	8% were infected with Syphacia obvelata, 8% with Hetereakis spumosa, 12% with Taenia taeniaeformis, 36% with Nippostrongylus brasiliensis
	Argentina
	Potential (low)
	(140)

	Rodentia: Muridae
	Mus musculus
	Leptospira spp.
	A;C;O(W)
	3.08
	23 – 59% prevalence. Thought to be the most widespread zoonotic disease. Animals in agricultural areas were three times more likely to carry the pathogen than those in wild areas
	Madagascar
Puerto Rico
Chile
	Potential (medium)
	(141)
(142)
(143)

	Rodentia: Muridae
	Mus musculus
	Toxoplasma gondii
	O(F)
	2.11
	11% prevalence
	Senegal
United States
	Potential (low)
	(144)
(44)

	Rodentia: Muridae
	Mus musculus
	Trypanosoma lewis
	V(F)
	-
	8.6% prevalence
	Nigeria
	Potential (low)
	(145)

	Afrosoricida:
Tenrecidae
	Tenrec ecaudatus
	Leptospira mayottensis
	A;C;O(W)
	3.08
	27% prevalence; acute human infections reported
	Mayotte (Indian Ocean Islands)
	Actual (medium)
	(99)

	Carnivora: Herpestidae
	Herpestes javanicus*
	Hepatitis E virus (HEV)

	O(F)
	-
	21% prevalence
	Japan
	Potential (medium)
	(146)

	Carnivora: Mustelidae
	Mustela putorius furo
	Giardia spp.
	O
	0.05
	33.3% prevalence

	New Zealand
	Potential (medium)
	(42)

	Carnivora: Procyonidae
	Nasua nasua*
	Coccidia

	O
	-
	50% prevalence

	Norway
	Potential (medium)
	(116)

	Carnivora: Therapsid
	Felis catus
	Alaria alata

	O(F)
	-
	3% prevalence and increasing in wild boar
	Denmark
	Potential (very low)
	(147)

	Carnivora: Viverridae
	Paguma larvata
	Campylobacter spp.
	O(F)
	0.13
	7.2% prevalence
	Japan
	Potential (low)

	(120)

	Carnivora: Viverridae
	Paguma larvata
	Salmonella enterica
	O(F)
	0.2
	2% prevalence
	Japan
	Potential (very low)
	(120)

	Carnivora: Viverridae
	Paguma larvata
	Yersinia spp.

	A;O(W)(F);V(F)
	0.07
	10.5% prevalence
	Japan
	Potential (low)
	(120)

	Didelphimorphia: Didelphidae
	Didelphis marsupialis
	Rickettsia typhi
	V(F)
	-
	10.6% prevalence
	United States (California)
	Potential (low)
	(148)

	Diprotodontia: Phalangeridae
	Trichosurus vulpecula#
	Cryptosporidium spp.
	O(F,W)
	0.01
	12.8% prevalence, lower than Giardia spp.
	New Zealand
	Potential (low)
	(42)

	Diprotodontia: Phalangeridae
	Trichosurus vulpecula#
	Giardia spp.
	O
	0.05
	23.6% prevalence, no significant difference between wild animals on farmland and wild animals in the wild
	New Zealand
	Potential (medium)
	(42) 

	Eulipotyphla: Erinaceidae
	Erinaceus europaeus
	Giardia spp.
	O
	0.05
	33.3% prevalence
	New Zealand
	Potential (medium)
	(42)

	Lagomorpha: Leporidae
	Lepus europaeus
	Fasciola hepatica
	O(F,W)
	-
	14.2% prevalence. Pathogen has ability to develop fully in wild hares, shedding normal eggs in the faeces
	Patagonia
	Potential (low)
	(149)

	Lagomorpha: Leporidae
	Oryctolagus cuniculus
	Giardia spp.
	O
	0.05
	20% prevalence
	New Zealand
	Potential (low)
	(42)

	Primates: Cercopithecidae
	Chlorocebus aethiops sabaeus
	Klebsiella pneumoniae

	A
	-
	20% prevalence, causing severe abscesses in primates  
	St Kitts (Caribbean islands)
	Potential (low)
	(150)

	Primates: Cercopithecidae
	Macaca mulatta
	B-virus

	C
	-
	Around 70% prevalence
	Puerto Rico
	Potential (high)
	(151)

	Primates: Cercopithecidae
	Macaca mulatta
	macacine herpesvirus 1 (McHV-1)
	C
	-
	25% prevalence
	United States (Florida)
	Potential (medium)
	(152)

	Rodentia: Chinchillidae
	Chinchilla lanigera
	Taenia crassiceps
	O(F)
	-
	One individual infected
	Switzerland
	Potential (very low)
	(153)

	Rodentia: Muridae
	Gerbillus nigeriae
	Borrelia crocidurae
	V(T, LI)
	-
	5% prevalence
	Senegal
	Potential (low)
	(139)

	Rodentia: Muridae
	Herpestes auropunctatus#
	Leptospira spp.
	A;C;O(W)
	3.08
	13% prevalence
	Puerto Rico 
	Potential (low)
	(142)

	Rodentia: Muridae
	Herpestes auropunctatus#
	Leptospira spp.
	A;C;O(W)
	3.08
	8.1% prevalence
	St Kitts (Caribbean islands)
	Potential (low)
	(154)

	Rodentia: Soricidae
	Suncus murinus
	Leptospira spp.
	A;C;O(W)
	3.08
	25% prevalence
	Madagascar
	Potential (medium)
	(141)

	Rodentia: Sciuridae
	Callosciurus finlaysonii#
	variegated squirrel bornavirus 1 (VSBV-1)
	A
	-
	16.7% prevalence
	Germany
	Potential (low)

	(155)

	Rodentia: Sciuridae
	Callosciurus prevostii
	variegated squirrel bornavirus 1 (VSBV-1)
	A
	-
	17.3% prevalence
	Germany; Croatia
	Potential (low)
	(155)

	Rodentia: Sciuridae
	Sciurus carolinensis*
	Borrelia burgdorferi Sensu Lato
	V(T)
	-
	11.9% prevalence. Pathogen is an agent for Lyme borreliosis. Invasive rodent species shown to be high epidemiological importance and can support species-specific host strains. 
	Scotland
	Potential (low)
	(156)

	Rodentia: Sciuridae
	Sciurus carolinensis*
	Tick-borne encephalitis virus (TBEV)
	V(T)
	-
	1.9-2.5% prevalence. Considered as an emerging flavivirus in Europe. 
	Italy
	Potential (very low)
	(157)

	Rodentia: Sciuridae
	Sciurus carolinensis*
	Usutu virus (USUV)
	V(MOS)
	-
	3.2-3.8% prevalence. Considered as an emerging flavivirus in Europe.
	Italy
	Potential (very low)
	(157)

	Rodentia: Sciuridae
	Sciurus carolinensis*
	West Nile virus (WNV)
	V(MOS)
	-
	0.6% prevalence. Considered as an emerging flavivirus in Europe.
	Italy
	Potential (very low)
	(157)

	Rodentia: Sciuridae
	Sciurus carolinensis*
	variegated squirrel bornavirus 1 (VSBV-1)
	A
	-
	50% prevalence. Borna virus found in a captive colony. The virus is indigenous and carried by a shrew.

	Germany
	Potential (high)
	(155)

	Rodentia: Sciuridae
	Sciurus variagata
	variegated squirrel bornavirus 1 (VSBV-1)
	A
	-
	Detection of pathogen in people that is same as pathogen in exotic squirrels. Borna virus found in a captive colony. The virus is indigenous and carried by a shrew
	Germany
	Potential
(low)
	(158)

	Rodentia: Sciuridae
	Tamias sibiricus barberi*
	Borrelia burgdorferi species complex
	V(T)
	-
	Greater flea infestation in alien species (no reported values)
	France
	Potential (medium)
	(159)

	Rodentia: Sciuridae
	Tamiops swinhoei
	variegated squirrel bornavirus 1 (VSBV-1)
	A
	-
	1.3% prevalence
	Germany
	Potential (very low)
	(155)

	Rodentia: Muridae
	Rattus norvegicus
	Anaplasma phagocytophilum
	V(T)
	-
	Presence only cited
	United States
	Potential (very low)
	(160)

	Rodentia: Muridae
	Rattus norvegicus
	Ehrlichia muris
	V(T)
	-
	Presence only cited
	United States
	Potential (very low)
	(161)

	Rodentia: Muridae
	Rattus norvegicus
	Angiostrongylus cantonensis
	O(F)
	-
	Presence only cited
	Grenada
	Potential (very low)
	(162)

	Rodentia: Muridae
	Rattus norvegicus
	Aspiculuris tetraptera
	O(F)
	-
	Presence only cited
	South Africa
	Potential (very low)
	(163)

	Rodentia: Muridae
	Rattus norvegicus
	Eucoleus sp.
	O
	-
	Proportional abundance 3.95% Prevalence >0.1%
	South Africa
	Potential (very low)
	(163)

	Rodentia: Muridae
	Rattus norvegicus
	Heterakis spumosa
	O
	-
	Proportional abundance 49%, prevalence 0.3%
	South Africa
	Potential (very low)
	(163)

	Rodentia: Muridae
	Rattus norvegicus
	Mastophorus muris
	O
	-
	Proportional abundance 1.47%, prevalence >0.1%
	South Africa
	Potential (very low)
	(163)

	Rodentia: Muridae
	Rattus norvegicus
	Protospirura sp.
	O
	-
	Presence only cited
	South Africa
	Potential (very low)
	(163)

	Rodentia: Muridae
	Rattus norvegicus
	Strongyloides ratti
	C
	-
	Presence only cited
	South Africa
	Potential (very low)
	(163)

	Rodentia: Muridae
	Rattus norvegicus
	Syphacia obvelata, Syphacia muris
	C;O
	-
	Presence only cited
	South Africa
	Potential (very low)
	(163)

	Rodentia: Muridae
	Rattus norvegicus
	Trichuris sp.
	O
	-
	Presence only cited
	South Africa
	Potential (very low)
	(163)

	Rodentia: Muridae
	Rattus norvegicus
	Trichosomoides crassicaud
	O
	-
	Prevalence >0.1%
	South Africa
	Potential (very low)
	(163)

	Rodentia: Muridae
	Rattus norvegicus
	Inermicapsifer madagascariensis
	O
	-
	Presence only cited
	South Africa
	Potential (very low)
	(163)

	Rodentia: Muridae
	Rattus norvegicus
	Hydatigera taeniaeformis
	O
	-
	Prevalence >0.1%
	South Africa
	Potential (very low)
	(163)

	Rodentia: Muridae
	Rattus norvegicus
	Bartonella sp. (Bartonella elizabethae)
	V(F)
	-
	12.5% prevalence of Bartonella elizabethae
	United States
	Potential (very low)
	(164)
(165)

	Rodentia: Muridae
	Rattus norvegicus
	Brucella sp.
	C;O(F)
	0.73
	Not identified presumed below 12%
	Australia
	Potential (very low)
	(137)

	Rodentia: Muridae
	Rattus norvegicus
	Calodium hepatica
	O
	-
	Presence only cited/87.9% prevalence 
	United States
	Potential (very low)
	(164)

	Rodentia: Muridae
	Rattus norvegicus
	Capillaria hepatica
	O
	-
	25.9 – 36% Capillaria hepatica found in the liver/hepatic system. Also associated with lesions 
	Canada
Argentina
British Columbia
	Potential (low)
	(166)
(140)
(167)


	Rodentia: Muridae
	Rattus norvegicus
	Enterococcus sp.
	O
	-
	Presence only cited. Frequent bacterial species found in purulent lesions
	Canada
	Potential (very low)
	(166)

	Rodentia: Muridae
	Rattus norvegicus
	Escherichia coli
	O(F)
	0.3
	Presence only cited. Most common bacterial species found in purulent lesions
	Canada
	Potential (very low)
	(166)

	Rodentia: Muridae
	Rattus norvegicus
	Eucoleus sp.
	0
	-
	Eucoleus sp. in the upper gastrointestinal tract (164 of 399; 41%) as a capillarid nematode and associated with hyperkeratosis, mucosal hyperplasia, and submucosal inflammation in the forestomach
	Canada
	Potential (medium)
	(166)

	
	
	Hantavirus
	A;C
	-
	Highest prevalence of the virus in rats (20%) than in other native rodents
	United States
	Potential (medium)
	(168)
(169)

	Rodentia: Muridae
	Rattus norvegicus
	Hepatitis E
	O(F)
	-
	77% of rats from Maryland, 90% from Hawaii, and 44% from Louisiana were seropositive for anti-HEV. Not considered a zoonotic strain
	United States
	Potential (low)
	(165)
(170)
(164)


	Rodentia: Muridae
	Rattus norvegicus
	Hymenolepis spp. (Hymenolepis diminuta, Hymenolepis nana)
	O(F)
	-
	7.4% with Hymenolepis diminuta; 33.3% with Hymenolepis nana
	South Africa
Argentina
United States 
British Columbia
	Potential (low)
	(163)
(140)
(164)
(167)

	Rodentia: Muridae
	Rattus norvegicus
	Leptospira spp. (Leptospira icterohaemorrhagiae [L. interrogans]; L. copenhageni)
	A;C;O(W)
	3.08
	23-48% prevalence. 20% of Norway rats
	Madagascar
United States 
Puerto Rico
Chile
British Columbia
	Potential (medium)
	(141)
(164)
(142)
(143)
(167)


	Rodentia: Muridae
	Rattus norvegicus
	Monoliformis moniliformis
	O
	-
	25.9% infected with Monoliformis moniliformis
	Argentina
	Potential (medium)
	(140)

	Rodentia: Muridae
	Rattus norvegicus
	Nippostrongylus brasiliensis, 
	C
	-
	81.5% infected with Nippostrongylus brasiliensis
	Argentina
Australia
South Africa
	Potential (medium)
	(163)
(137)
(140)

	Rodentia: Muridae
	Rattus norvegicus
	Hetereakis spumosa
	O
	-
	88.9% infected with Hetereakis spumosa
	Argentina
	Potential (medium)
	(140)

	Rodentia: Muridae
	Rattus norvegicus
	Gongylonema neoplasticum
	O
	-
	3.7% infected with Gongylonema neoplasticum
	Argentina
	Potential (very low)
	(140)

	Rodentia: Muridae
	Rattus norvegicus
	Nematospiroides dubius
	O
	-
	Presence only cited
	British Columbia
	Potential (very low)
	(167)

	Rodentia: Muridae
	Rattus norvegicus
	Trichostrongylus spp. 
	O(F)
	-
	Presence only cited
	British Columbia
	Potential (very low)
	(167)

	Rodentia: Muridae
	Rattus norvegicus
	Coccidia
	O
	-
	Presence only cited
	British Columbia
	Potential (very low)
	(167)

	Rodentia: Muridae
	Rattus norvegicus
	Entamoeba
	C;O(W)
	-
	Presence only cited
	British Columbia
	Potential (very low)
	(167)

	Rodentia: Muridae
	Rattus norvegicus
	Salmonella panama
	O(F)
	0.2
	Presence only cited
	British Columbia
	Potential (very low)
	(167)

	Rodentia: Muridae
	Rattus norvegicus
	Rickettsia typhi
	V(F)
	-
	25.9% seroprevalence. Pathogen causes murine typhus
	United States
	Potential (very low)
	(161)
(164)
(165)

	Rodentia: Muridae
	Rattus norvegicus
	Seoul virus (Hantavirus)
	A;C
	-
	6.7% seroprevalence 
	United States
	Potential (very low)
	(164)
(165)

	Rodentia: Muridae
	Rattus norvegicus
	Staphylococcus aureus
	A;C
	-
	Presence only cited
	Canada
	Potential (very low)
	(166)

	Rodentia: Muridae
	Rattus norvegicus
	Taenia taeniaeformis
	O
	-
	22.2% with Taenia taeniaeformis
	Argentina
	Potential (medium)
	(140)

	Rodentia: Muridae
	Rattus norvegicus
	Toxoplasma gondii
	O(F)
	2.11
	3% of Norway rats
	United States
	Potential (very low)
	(44)

	Rodentia: Muridae
	Rattus norvegicus
	Trichosomoides crassicauda
	O
	-
	Trichosomoides crassicauda in the urinary bladder (59 of 194; 30%)
	Canada
	Potential (medium)
	(166)

	Rodentia: Muridae
	Rattus norvegicus
	Trypanosoma lewis
	V(F)
	-
	68.8% of the sampled individuals. Rattus spp. Plays particular role in the continuous circulation of the pathogen
	Nigeria
	Potential (medium)
	(145)

	Rodentia: Muridae
	Rattus rattus
	Angiostrongylus species
	O(F)
	-
	84% of rats harboured helminths
	Australia
United States
	Potential (medium)
	(171)
(172)
(173)

	Rodentia: Muridae
	Rattus rattus
	Toxocara cati
	O
	-
	84% of rats harboured helminths
	Australia
	Potential (medium)
	(171)

	Rodentia: Muridae
	Rattus rattus
	Ancylostoma braziliense
	C
	-
	84% of rats harboured helminths
	Australia
	Potential (medium)
	(171)

	Rodentia: Muridae
	Rattus rattus
	Toxocara cati
	O
	-
	84% of rats harboured helminths
	Australia
	Potential (medium)
	(171)

	Rodentia: Muridae
	Rattus rattus
	Hetereakis spumosa
	O
	-
	14.3% with Hetereakis spumosa
	Argentina
Australia
South Africa
	Potential (low)
	(140)
(163)
(171)

	Rodentia: Muridae
	Rattus rattus
	Hymenolepis spp. 
	O(F)
	-
	14.3% with Hymenolepis diminuta
3.6% Hymenolepis nana from South Africa
	Argentina
Australia
South Africa
	Potential (low)
	(140)
(163)
(171)

	Rodentia: Muridae
	Rattus rattus
	Moniliformis moniliformis
	O
	-
	7.1% with Moniliformis moniliformis
	Argentina
South Africa

	Potential (low)
	(140)
(163)

	Rodentia: Muridae
	Rattus rattus
	Aspiculuris tetraptera
	O(F)
	-
	Presence only cited
	South Africa
	Potential (very low)
	(163)

	Rodentia: Muridae
	Rattus rattus
	Eucoleus sp.
	O
	-
	Presence only cited
	South Africa
	Potential (very low)
	(163)

	Rodentia: Muridae
	Rattus rattus
	Heterakis spumosa
	O
	-
	Presence only cited
	South Africa
	Potential (very low)
	(163)

	Rodentia: Muridae
	Rattus rattus
	Mastophorus muris
	O
	-
	Presence only cited
	South Africa
	Potential (very low)
	(163)

	Rodentia: Muridae
	Rattus rattus
	Strongyloides ratti
	C
	-
	Presence only cited
	South Africa
	Potential (very low)
	(163)

	Rodentia: Muridae
	Rattus rattus
	Trichuris sp.
	O
	-
	Presence only cited
	South Africa
	Potential (very low)
	(163)

	Rodentia: Muridae
	Rattus rattus
	Protospirura sp.
	O
	-
	Presence only cited. Protospirura chabaudi only species in the genus to be found in host species in African continent. Genus appears to be geographically restricted 
	South Africa
	Potential (very low)
	(163)

	Rodentia: Muridae
	Rattus rattus
	Trichosomoides crassicauda
	O
	-
	Presence only cited
	South Africa
	Potential (very low)
	(163)

	Rodentia: Muridae
	Rattus rattus
	Inermicapsifer madagascariensis
	O
	-
	Presence only cited
	South Africa
	Potential (very low)
	(163)

	Rodentia: Muridae
	Rattus rattus
	Hydatigera taeniaeformis
	O
	-
	Presence only cited. Metacestode presence confirms the role of synanthropic rodents to act as intermediate hosts. Cosmopolitan distribution and is a commonly found taeniid in domestic cats 
	South Africa
	Potential (very low)
	(163)

	Rodentia: Muridae
	Rattus rattus
	Babesia sp.
	V(T)
	-
	Presence only cited
	Italy
	Potential (very low)
	(174)

	Rodentia: Muridae
	Rattus rattus
	Bartonella spp.
	V(F)
	-
	1.3% (three of 228). In Chile, no data are available identifying fleas from synanthropic rodents as Bartonella spp. vectors
	Chile
Uganda
Madagascar
Senegal
	Potential (very low)
	(175)
(176)
(177)
(136)

	Rodentia: Muridae
	Rattus rattus
	Borrelia burgorferi
	V(T)
	-
	Highest prevalence of the bacterium compared to native species (two out of six rats: 33.3%)
	United States
	Potential (medium)
	(178)

	Rodentia: Muridae
	Rattus rattus
	Brucella spp. 
	C; O(F)
	0.73
	Not identified presumed below 12%. Recently genotyped strain and a unique species. Large reservoir of pathogen in rodents in tropical Far North Queensland 
	Australia
	Potential (very low)
	(137)

	Rodentia: Muridae
	Rattus rattus
	Coxiella burnetii
	A; O(F)
	-
	Not identified presumed below 12%
	Australia
	Potential (very low)
	(137)

	Rodentia: Muridae
	Rattus rattus
	Salmonella spp.
	O(F)
	0.2
	Salmonella choleraesuis ssp. arizonae (14.29%)
	Australia
	Potential (low)
	(137)

	Rodentia: Muridae
	Rattus rattus
	Syphacia obvelata; Syphacia muris
	C;O
	-
	Syphacia obvelata (2.86%)
	Australia
South Africa
	Potential (very low)
	(137)
(140)

	Rodentia: Muridae
	Rattus rattus
	Nippostrongylus brasiliensis
	C
	-
	Nippostrongylus brasiliensis (14.3 - 85.71%)
	Australia
Argentina
South Africa
	Potential (medium)
	(137)
(140)
(163)

	Rodentia: Muridae
	Rattus rattus
	Various parasites
	-
	-
	Laelaps spp. (41.17%), Polyplax spp. (23.53%), Hoplopleura spp. (17.65%), Ixodes holocyclus (17.64%) and Stephanocircus harrisoni (5.88%)
	Australia
	Potential (medium)
	(137)

	Rodentia: Muridae
	Rattus rattus
	Capillaria hepatica
	O
	-
	Histology revealed 15 (75%) of the rats sampled had a current or previous infection with C. hepatica
	Diego Garcia - British Overseas Territories
	Potential (medium)
	(179)

	Rodentia: Muridae
	Rattus rattus
	Cryptosporidium spp.
	O(F,W)
	0.01
	37.5% carried Cryptosporidium spp.
	New Zealand
	Potential (medium)
	(42)

	Rodentia: Muridae
	Rattus rattus
	Giardia spp.
	O
	0.05
	42.1% carried Giardia spp.
	New Zealand
	Potential (medium)
	(42)

	Rodentia: Muridae
	Rattus rattus
	Hantavirus
	A;C
	-
	Presence only cited
	Senegal
	Potential (very low)
	(180)

	Rodentia: Muridae
	Rattus rattus
	Hymenolepis spp.
	O(F)
	-
	3.6% with Hymenolepis nana, 14.3% with Hymenolepis diminuta
	South Africa
Argentina
	Potential (low)
	(163)
(140)

	Rodentia: Muridae
	Rattus rattus
	Leishmania spp.
	V(BF)
	-
	17.5% infected
	Italy
Senegal
	Potential (low)
	(174)
(180)

	Rodentia: Muridae
	Rattus rattus
	Leptospira spp.
	A;C;O(W)
	3.08
	2.9 - 42.5% prevalence. Results indicate a high prevalence therefore considered a species of significant concern for public health
	Madagascar
La Réunion Mauritius Seychelles South Africa
Swaziland Mozambique
Madagascar
Puerto Rico
Australia
Malayasia Borneo
	Potential (medium)
	(137)
(141)
(181)
(142)
(99)
(102)
(182)

	Rodentia: Muridae
	Rattus rattus
	Mammarenavirus
	A
	-
	Presence only cited
	Senegal
	Potential (very low)
	(138)

	Rodentia: Muridae
	Rattus rattus
	Aspicularis tetraptera
	O(F)
	-
	25% prevalence
	Argentina
	Potential (medium)
	(140)

	Rodentia: Muridae
	Rattus rattus
	Sin Nombre Virus (Hantavirus)
	A;C
	-
	1.7% of infected individuals, less than native rodents
	United States
	Potential (very low)
	(183)

	Rodentia: Muridae
	Rattus rattus
	Taenia taeniaeformis
	O
	-
	Presence only cited
	Argentina
Australia
	Potential (very low)
	(140)
(171)

	Rodentia: Muridae
	Rattus rattus
	Toxoplasma gondii
	O(F)
	2.11
	38.2% prevalence. Particularly prevalent in Brazil, where up to 90% of humans have been exposed to the parasite. Strains are genetically and biologically different in Brazil compared to ones in North America and Europe  
	Italy
Brazil
	Potential (medium)
	(174)
(184)

	Rodentia: Muridae
	Rattus rattus
	Trypanosoma sp.
	O;V(TRI)
	-
	25.2% - 71% prevalence
	Nigeria
Benin
Senegal
	Potential (medium)
	(145)
(185)
(186)
(180)

	Rodentia: Muridae
	Rattus rattus
	West Nile Virus
	V(MOS)
	9.13
	30% prevalence as an emerging mosquito-borne flavivirus
	United States
	Potential (medium)
	(187)

	Rodentia: Muridae
	Rattus tanezumi
	Oxyurids
	-
	-
	90% abundance of the helminth with 0.139% prevalence 
	South Africa
	Potential (medium)
	(163)

	Rodentia: Muridae
	Rattus tanezumi
	Mastophorus muris
	O
	-
	0.45% abundance of the helminth with 0.02% prevalence 
	South Africa
	Potential (very low)
	(163)

	Rodentia: Muridae
	Rattus tanezumi
	Nippostrongylus brasiliensis
	C
	-
	2.86% abundance of the helminth with 0.17% prevalence
	South Africa
	Potential (very low)
	(163)

	Rodentia: Muridae
	Rattus tanezumi
	Hydatigera taeniaeformis
	O
	-
	6.7%  bundance of the helminth with 0.05% prevalence
	South Africa
	Potential (low)
	(163)



Table 7. Nematode parasites alien in Europe as causal agents for zoonotic diseases. C= contact transmission. O = oral transmission through food (F) or water (W). V = vector-borne transmission by mosquitoes (MOS). The criteria for actual or potential impact are outlined in Table 3.
	Nematoda

	Order: Family
	Parasite 
	Transmission type 
	Health impacts
	Evidence for introduction into Europe and links to human disease in Europe
	Countries of impact
	Actual or potential impact
(impact level)
	Refs

	Rhabditida: Onchocercidae
	Dirofilaria immities
Dirofilaria repens
	V(MOS)
	Filarioid helminths with domestic and wild canids as main hosts and mosquitoes as vectors. Cause primarily pulmonary (D. immitis), ocular (D. repens), and subcutaneous (D. repens) dirofilariosis
	Prior cases tended to be introduced but finding of D. repens in mosquito vectors now suggests the parasite has established in some parts of Europe.
Burden: 33 cases reported since 2012
	Austria
	Actual
(low)
	(188)

	Secernentea: Ascarididae
	Baylisascaris procyonis
	O
	Larvae of the Raccoon roundworm causes a severe or fatal neural larva migrans called baylisascariasis, in humans. Eggs excreted in raccoon feces are infective after 2–4 weeks and can remain so for years
	Raccoon roundworm has been found in raccoon populations in Germany, Norway, Denmark and Poland (refs in Table 7). 
Despite widespread transmission in its introduced host, only 1 human case has been notified in Europe 
	Germany
Denmark
Norway
Poland
	Actual
(low)
	(189)


	Secernentea: Strongyloididae
	Strongyloides myopotami

Strongyloides stercoralis

Strongyloides procyonis
	C
	Nutria/coypu roundworm where larvae burrow into skin causing nutria or swimmer’s itch. 
Threadworm causing strongyloidiasis with respiratory, skin and/or digestive symptoms, complications in immune-compromised individuals.
Raccoon threadworm demonstrated can cause short-lived intestinal infection in healthy humans
	Infection rates of S. stercoralis are increasing in Europe, nearing those in endemic areas. Domesticated small ruminants act as reservoir hosts and are thought to be enhancing establishment
	central, south and east Europe
	Actual
(medium)
	(190)





Table 8. Platyhelminthes parasites alien in Europe as causal agents for zoonotic diseases C= contact transmission. O = oral transmission through food (F) or water (W). V = vector-borne transmission by mosquitoes (MOS). The criteria for actual or potential impact are outlined in Table 3.
	Platyhelminthes

	Order: Family
	Parasite 
	Transmission type 
	Health impacts
	Evidence for introduction into Europe and links to human disease in Europe
	Countries of impact
	Actual or potential impact
(certainty)
	Refs

	Plagiorchiida: Heterophyidae
	Centrocestus formosanus
	O(F,W)
	In humans, C. formosanus infections result in epigastric pain, indigestion, and diarrhea
	Species spreading in freshwater fish trade (ornamental and research), sporadically reported in European fish populations. Human cases have not been recorded in Europe
	Italy
	Potential
(low)
	(191)

	Cestoda: Diphyllobothriidea
	Diphyllobothrium pacificum
D. dendriticum
D. nihonkaiens  
D. balanopterae
	O(F)
	Tapeworm causing diphyllobothriasis due to human consumption of raw or undercooked freshwater fish
	Only D. latum is autochthonous in north-east Europe. Most of the cases in Europe are imported or caused by consumption of fish imported from endemic areas, particularly where fish have not been frozen.  Very few cases reported overall.
	Spain 
Switzerland
	Actual
(low)
	(192)







Table 9. Alien species with indirect impacts on zoonotic disease transmission. V = vector-borne transmission by tick (T) or mosquitoes (MOS). Case fatality is mean of case fatality rate reported by ECDC from 2012-2018 (where data are available). The criteria for actual or potential impact are outlined in Table 3.

	Order: Family
	Name of Alien Species
	Pathogen genus impacted
	Evidence for role in zoonotic disease transmission
	Countries of impact
	Actual or potential impact
(certainty)
	Refs

	
	
	Species within genus
	Trans
mission
	Case fatality rate (%)
	
	
	
	

	Poales: Poaceae
	Phragmites australis
	West Nile Virus
	V(MOS)
	9.13
	Management of the species increases disease risk by altering habitat quality for vectors (immatures) and avian host (roosts) 
	United States
	Actual (low)
	(193)

	Poales: Typhaceae
	Typha spp.
	West Nile Virus
	V(MOS)
	9.13
	IAS management increases disease risk by altering habitat quality for vectors (immatures) and avian host (roosts)
	United States
	Actual (low)
	(193)

	Peronosporales: Peronosporaceae
	Phytophthora ramorum
	Borrelia burgdorferi
	V(T)
	-
	Introduced forest oomycete pathogen found in models to reduce nymphal infection prevalence through its impacts on forest structure, affecting hosts and tick abundance in coastal woodlands
	United States
	Actual (low)
	(194)

	Squamata: Pythonidae
	Python bivittatus
	Everglades virus, Venezuelan equine encephalitis complex
	V(MOS)
	9.13
	Invasive python heavily predated the large mammals (i.e. deer, raccoons and opossums), inducing native mosquito Culex cedecei to feed more on hispid cotton rat Sigmodon hispidus (the primary reservoir host) and even on humans
	United States
	Actual (low)
	(195)

	Dipsacales: Caprifoliaceae
	Lonicera maackill
	Ehrlichia spp
	V(T)
	-
	White-tailed deer, Odocoileus virginianus, the dominant host for the tick Amblyomma americanum carrying the bacteria Ehrlichia spp. (agents of human ehrlichiosis), used areas invaded by the Amur honeysuckle, Lonicera maackii, more frequently than uninvaded habitats
	United States
	Actual (low)
	(196)



Appendix 1. Summary of studies in which pathogen / parasite prevalence and roles in transmission were compared between IAS (and other alien species) and native hosts
	Class
	Order: Family
	Invasive Alien Species
	Common name
	Native Species
	Common name
	Pathogen
	Class of pathogen
	Outcome
	Country of study
	Reference

	Insecta
	Diptera: Culicidae
	Aedes aegypti
	Yellow fever mosquito
	Ae. triseriatus
	Eastern tree hole mosquito
	Eastern equine encephalitis
	Virus
	IAS ~ native
	United States (Massachussets)
	(10)


	Insecta
	Diptera: Culicidae
	Aedes albopictus
	Asian tiger mosquito
	Ae. triseriatus
	Eastern tree hole mosquito
	Eastern equine encephalitis
	Virus
	IAS ~ native
	United States (Massachussets)
	(10) 

	Insecta
	Diptera: Culicidae
	Aedes japonicus japonicus
	Rock pool mosquito
	Ae. triseriatus
	Eastern tree hole mosquito
	Cache Valley virus
	Virus
	IAS ~ native
	United States (Virginia)
	(11) 

	Aves
	Columbiformes: Columbidae
	Columba livia
	Pigeon
	Carpodacus mexicanus
	House finches
	St. Louis encephalitis (SLE)
	Virus
	IAS > native
	United States (California)
	(40) 

	Aves
	Columbiformes: Columbidae
	Columba livia
	Pigeon
	Carpodacus mexicanus
	House finches
	Western equine encephalomyelitis (WEE)
	Virus
	IAS > native
	United States (California)
	(40) 

	Aves
	Galliformes: Phasianidae
	Alectoris chukar
	chukar partridge
	Colinus virginianus
	Bobwhite quail
	Chlamydia psittaci
	Bacteria
	IAS ~ native
	United States (Kentucky)
	(35) 

	Aves
	Passeriformes: Passeridae
	Passer domesticus 
	House sparrow
	Carpodacus mexicanus
	House finches
	St. Louis encephalitis (SLE)
	Virus
	IAS ~ native
	United States (California)
	(40) 

	Aves
	Passeriformes: Passeridae
	Passer domesticus 
	House sparrow
	Carpodacus mexicanus
	House finches
	Western equine encephalomyelitis (WEE)
	Virus
	IAS ~ native
	United States (California)
	(40) 

	Mammalia
	Artiodactyla: Suidae
	Sus scrofa
	feral swine
	Isoodon macrourus
	Northern brown bandicoot
	Coxiella burnetii
	Bacteria
	IAS ~ native
	Australia
	(57) 

	Mammalia
	Carnivora: Canidae
	Canis lupus dingo
	dingo
	Isoodon macrourus
	Northern brown bandicoot
	Coxiella burnetii
	Bacteria
	IAS < native
	Australia
	(57) 

	Mammalia
	Carnivora: Canidae
	Nyctereutes procyonoides
	Raccoon dog
	Vulpes vulpes
	Red fox
	Alaria alata
	Intestinal helminths
	IAS ~ native
	Poland
	(74) 

	Mammalia
	Carnivora: Canidae
	Nyctereutes procyonoides
	Raccoon dog
	Vulpes vulpes
	Red fox
	Alaria alata; Brachylaima tokudai; Cryptocotyle spp.; Dipylidium caninum; Echinococcus multilocularis; Mesocestoides spp.; Mesorchis denticulatus; Pygidiopsis summa; Taenia spp.; Toxocara canis; Trichinella spp.; Uncinaria stenocephala 
	Platyhelminthes
	Multiple pathogens and varies with pathogens
	Denmark
	(76) 

	Mammalia
	Carnivora: Canidae
	Nyctereutes procyonoides
	Raccoon dog
	Vulpes vulpes
	Red fox
	Alaria alata; Capillaria plica; Capillaria putorii; Crenosoma vulpis; Echinococcus multilocularis; Eucoleus aerophilus; Mesocestoides spp.; Taenia polyacantha, T. crassiceps; Toxocara canis; Trichinella spp.; Uncinaria stenocephala 
	Nematoda; Platyhelminthes
	Multiple pathogens and varies with pathogen
	Lithuania
	(77) 

	Mammalia
	Carnivora: Canidae
	Nyctereutes procyonoides
	Raccoon dog
	Vulpes vulpes
	Red fox
	Anaplasma phagocytophilum
	Bacteria
	IAS > native
	Germany
	(79) 

	Mammalia
	Carnivora: Canidae
	Nyctereutes procyonoides
	Raccoon dog
	Vulpes vulpes
	Red fox
	Apophallus spp.
	Intestinal helminths
	IAS > native
	Poland
	(74)


	Mammalia
	Carnivora: Canidae
	Nyctereutes procyonoides
	Raccoon dog
	Vulpes vulpes
	Red fox
	Echinoccocus multilocularis
	Intestinal helminths
	IAS < native
	Poland
	(74) 

	Mammalia
	Carnivora: Canidae
	Nyctereutes procyonoides
	Raccoon dog
	Vulpes vulpes
	Red fox
	Echinococcus multilocularis
	Tapeworm
	IAS < native
	Germany
	(80) 

	Mammalia
	Carnivora: Canidae
	Nyctereutes procyonoides
	Raccoon dog
	Vulpes vulpes
	Red fox
	Echinococcus multilocularis
	Tapeworm
	IAS < native
	Estonia
	(82)


	Mammalia
	Carnivora: Canidae
	Nyctereutes procyonoides
	Raccoon dog
	Vulpes vulpes
	Red fox
	Francisella tularensis
	Bacteria
	IAS < native
	Germany
	(84) 

	Mammalia
	Carnivora: Canidae
	Nyctereutes procyonoides
	Raccoon dog
	Vulpes vulpes
	Red fox
	hookworms
	Intestinal helminths
	IAS > native
	Poland
	(74)


	Mammalia
	Carnivora: Canidae
	Nyctereutes procyonoides
	Raccoon dog
	Vulpes vulpes
	Red fox
	Mesocestoides spp. 
	Intestinal helminths
	IAS < native
	Poland
	(74) 

	Mammalia
	Carnivora: Canidae
	Nyctereutes procyonoides
	Raccoon dog
	Vulpes vulpes
	Red fox
	Rabies
	Virus
	IAS ~ native
	Lithuania
	(87) 

	Mammalia
	Carnivora: Canidae
	Nyctereutes procyonoides
	Raccoon dog
	Vulpes vulpes
	Red fox
	Rabies
	Virus
	IAS < native
	Lithuania
	(88) 

	Mammalia
	Carnivora: Canidae
	Nyctereutes procyonoides
	Raccoon dog
	Vulpes vulpes
	Red fox
	Rabies
	Virus
	IAS < native
	Poland
	(89) 

	Mammalia
	Carnivora: Canidae
	Nyctereutes procyonoides
	Raccoon dog
	Martes martes
	Pine marten
	Rabies
	Virus
	 IAS > native
	Poland
	(89) 

	Mammalia
	Carnivora: Canidae
	Nyctereutes procyonoides
	Raccoon dog
	Vulpes vulpes
	Red fox
	Rabies
	Virus
	IAS > native
	Poland
	(90)


	Mammalia
	Carnivora: Canidae
	Nyctereutes procyonoides
	Raccoon dog
	Vulpes vulpes
	Red fox
	Rabies
	Virus
	IAS < native
	Poland
	(91) 

	Mammalia
	Carnivora: Canidae
	Nyctereutes procyonoides
	Raccoon dog
	Vulpes vulpes
	Red fox
	rabies (Genotype 1, RABV)
	Virus
	IAS ~ native
	Lithuania
	(92) 

	Mammalia
	Carnivora: Canidae
	Nyctereutes procyonoides
	Raccoon dog
	Vulpes vulpes
	Red fox
	Taenia spp. 
	Intestinal helminths
	IAS < native
	Poland
	(74) 

	Mammalia
	Carnivora: Canidae
	Nyctereutes procyonoides
	Raccoon dog
	Vulpes vulpes
	Red fox
	Toxicara/Toxicaris
	Intestinal helminths
	IAS < native
	Poland
	(74) 

	Mammalia
	Carnivora: Canidae
	Nyctereutes procyonoides
	Raccoon dog
	Vulpes vulpes
	Red fox
	Trichinella
	Roundworm
	IAS ~ native
	Lithuania, Lativa, Estonia
	(93) 

	Mammalia
	Carnivora: Canidae
	Vulpes vulpes
	Red fox
	Isoodon macrourus 
	Northern brown bandicoot
	Coxiella burnetii
	Bacteria
	IAS > native
	Australia
	(57) 

	Mammalia
	Carnivora: Felidae
	Felis catus
	Feral cat
	Isoodon macrourus 
	Northern brown bandicoot
	Coxiella burnetii
	Bacteria
	IAS > native
	Australia
	(57) 

	Mammalia
	Rodentia: Muridae
	Gerbillus nigeriae
	Nigerian gerbil
	Various
	 
	Borrelia crocidurae
	Bacteria
	IAS ~ native
	Senegal
	(139) 

	Mammalia
	Rodentia: Muridae
	Mus musculus
	House mouse
	Various
	 
	Hepatozoon canis
	Protozoa
	IAS > native
	Senegal
	(139) 

	Mammalia
	Rodentia: Muridae
	Mus musculus
	House mouse
	Various
	 
	Leptospira
	Bacteria
	IAS > native
	Madagascar
	(141) 

	Mammalia
	Rodentia: Muridae
	Mus musculus
	House mouse
	Abrothrix olivaceus
	Olive grass mouse
	Leptospira spp;
	Bacteria
	IAS > native
	Chile 
	(143)

	Mammalia
	Rodentia: Muridae
	Rattus norvegicus
	Norway rat
	Cricetomys gambianus
	Gambian pouch rat
	Trypanosoma lewis
	Protozoa
	IAS > native 
	Niger; Nigeria
	(145) 

	Mammalia
	Rodentia: Muridae
	Rattus norvegicus
	Norway rat
	Mastomys coucha
	Southern multimammate mouse
	Aspiculuris tetraptera; Eucoleus sp.; Heterakis spumosa; Mastophorus muris; Nippostrongylus brasiliensis; Protospirura sp.; Strongyloides ratti; Syphacia obvelata; Syphacia muris; Trichuris sp.; Trichosomoides crassicauda; Hymenolepis diminuta; Hymenolepis nana; Inermicapsifer madagascariensis; Hydatigera taeniaeformis
	Nematoda; Platyhelminthes
	IAS > native
	South Africa
	(163) 

	Mammalia
	Rodentia: Muridae
	Rattus norvegicus
	Norway rat
	Various
	 
	Hantavirus
	Virus
	IAS > native
	United States (Minnesota, Winsconsin)
	(169) 

	Mammalia
	Rodentia: Muridae
	Rattus norvegicus
	Norway rat
	Mastomys coucha
	Southern multimammate mouse
	Hymenolepis diminuta; Hymenolepis nana
	Nematoda; Platyhelminthes
	IAS > native
	South Africa
	

	Mammalia
	Rodentia: Muridae
	Rattus norvegicus
	Norway rat
	Various
	 
	Leptospira
	Bacteria
	IAS > native
	Madagascar
	(141) 

	Mammalia
	Rodentia: Muridae
	Rattus norvegicus
	Norway rat
	Abrothrix olivaceus
	Olive grass mouse
	Leptospira spp;
	Bacteria
	IAS > native
	Chile 
	(143) 

	Mammalia
	Rodentia: Muridae
	Rattus norvegicus
	Norway rat
	Cricetomys gambianus
	Gambian pouch rat
	Trypanosoma lewis
	Protozoa
	IAS > native
	Niger; Nigeria
	(145) 

	Mammalia
	Rodentia: Muridae
	Rattus rattus
	Black rat
	Cricetomys gambianus
	Gambian pouch rat
	Trypanosoma lewis
	Protozoa
	IAS < native 
	Niger; Nigeria
	(145) 

	Mammalia
	Rodentia: Muridae
	Rattus rattus
	Black rat
	Mastomys coucha
	Southern multimammate mouse
	Aspiculuris tetraptera; Eucoleus sp.; Heterakis spumosa; Mastophorus muris; Nippostrongylus brasiliensis; Protospirura sp.; Strongyloides ratti; Syphacia obvelata; Syphacia muris; Trichuris sp.; Trichosomoides crassicauda; Hymenolepis diminuta; Hymenolepis nana; Inermicapsifer madagascariensis; Hydatigera taeniaeformis; Moniliformis moniliformis
	Nematoda; Platyhelminthes; Acanthocephala
	IAS > native
	South Africa
	(163) 

	Mammalia
	Rodentia: Muridae
	Rattus rattus
	Black rat
	Arvicanthis niloticus 
	African grass rat
	Bartonella spp.
	Bacteria
	IAS < native
	Also Cricetomys gambianus 
	(176) 

	Mammalia
	Rodentia: Muridae
	Rattus rattus
	Black rat
	Various
	 
	Borrelia burgorferi
	Bacteria
	IAS > native
	United States (California)
	(178) 

	Mammalia
	Rodentia: Muridae
	Rattus rattus
	Black rat
	Mastomys coucha
	Southern multimammate mouse
	Hymenolepis diminuta; Hymenolepis nana
	Nematoda; Platyhelminthes; Acanthocephala
	IAS > native
	South Africa
	(163) 

	Mammalia
	Rodentia: Muridae
	Rattus rattus
	Black rat
	Various
	 
	Leishmania spp.
	Trypanosome
	IAS > native
	Senegal
	(180) 

	Mammalia
	Rodentia: Muridae
	Rattus rattus
	Black rat
	Various
	 
	Leptospira
	Bacteria
	IAS > native
	Madagascar
	(141) 

	Mammalia
	Rodentia: Muridae
	Rattus rattus
	Black rat
	Various
	 
	Leptospira
	Bacteria
	IAS > native
	La Réunion, Mauritius, Seychelles, South Africa, Swaziland, Mozambique, and Madagascar
	(181) 

	Mammalia
	Rodentia: Muridae
	Rattus rattus
	Black rat
	Sundamys muelleri
	Müller's giant Sunda rat
	Leptospira spp;
	Bacteria
	IAS > native
	Malayian Borneo
	(182) 

	Mammalia
	Rodentia: Muridae
	Rattus rattus
	Black rat
	Various
	 
	Sin Nombre Virus
	Virus
	IAS < native
	United States (Florida)
	(183) 

	Mammalia
	Rodentia: Muridae
	Rattus rattus
	Black rat
	Bubulcus ibis
	Cattle egret
	Toxoplasma gondii
	Protozoa
	IAS < native
	Brazil (islands)
	(184) 

	Mammalia
	Rodentia: Muridae
	Rattus rattus
	Black rat
	Cricetomys gambianus
	Gambian pouch rat
	Trypanosoma lewis
	Protozoa
	IAS < native
	Niger; Nigeria
	(145) 

	Mammalia
	Rodentia: Muridae
	Rattus rattus
	Black rat
	Various
	 
	Trypanosoma lewisi
	Protozoa
	IAS > native
	Benin
	(186) 

	Mammalia
	Rodentia: Muridae
	Rattus rattus
	Black rat
	Various
	 
	Trypanosoma lewisi
	Protozoa
	IAS > native
	Senegal
	(180) 

	Mammalia
	Rodentia: Muridae
	Rattus rattus
	Black rat
	Various
	 
	Trypanosoma lewis 
	Protozoa
	IAS > native
	Niger
	(185) 

	Mammalia
	Rodentia: Muridae
	Rattus rattus
	Black rat
	Sigmodon hispidus
	hispid cotton rat
	West Nile Virus
	Virus
	IAS ~ native
	United States (Louisiana)
	(187) 

	Mammalia
	Rodentia: Muridae
	Rattus rattus
	Black rat
	Sciurus carolinensis
	Eastern grey squirrel
	West Nile Virus
	Virus
	IAS ~ native
	United States (Louisiana)
	(187) 

	Mammalia
	Rodentia: Muridae
	Rattus tanezumi
	Tanezumi rat
	Mastomys coucha
	Southern multimammate mouse
	Aspiculuris tetraptera; Eucoleus sp.; Heterakis spumosa; Mastophorus muris; Nippostrongylus brasiliensis; Protospirura sp.; Strongyloides ratti; Syphacia obvelata; Syphacia muris; Trichuris sp.; Trichosomoides crassicauda; Hymenolepis diminuta; Hymenolepis nana; Inermicapsifer madagascariensis; Hydatigera taeniaeformis
	Nematoda; Platyhelminthes
	IAS > native
	South Africa
	(163) 

	Mammalia
	Rodentia: Muridae
	Rattus tanezumi
	Tanezumi rat
	Mastomys coucha
	Southern multimammate mouse
	Hymenolepis diminuta; Hymenolepis nana
	Nematoda; Platyhelminthes
	IAS > native
	South Africa
	(163) 

	Mammalia
	Rodentia: Muridae
	Suncus murinus
	shrew
	Various
	 
	Leptospira
	Bacteria
	IAS > native
	Madagascar
	(141) 

	Mammalia
	Rodentia: Sciuridae
	Tamias sibiricus barberi 
	Siberian chipmunk
	Myodes glareolus
	Bank voles
	Borrelia burgdorferi species complex;
	Bacteria
	IAS > native
	France
	(159) 
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