
 
 

 

Supplementary figure 1 Correlation of (a) RS, ROR, EP & EPclin scores and (b) % risk 

estimates of distant relapse, in paired tumour samples taken in W1 (low oestrogen and 

progesterone) vs W2 (high oestrogen ± progesterone). 

 

 

 

 

 

ROR score
r=0.72

RS score
r=0.93

EPclin score
r=0.82

EP score
r=0.85

ROR % risk
r=0.76

RS % risk
r=0.93

EPclin % risk
r=0.83

EP % risk
r=0.85

a

b

0 20 40 60 80
0

20

40

60

80

RS (window 1)

R
S

 (
w

in
d

o
w

 2
)

0 20 40 60 80
0

20

40

60

80

ROR (window 1)

R
O

R
 (

w
in

d
o

w
 2

)

0 2 4 6 8 10 12
0

2

4

6

8

10

12

EP (window 1)

E
P

 (
w

in
d

o
w

 2
)

0 1 2 3 4 5 6
0

1

2

3

4

5

6

EPclin (window 1)

E
P

c
li
n

 (
w

in
d

o
w

 2
)

0 20 40 60
0

20

40

60

RS % risk (window 1)

R
S

 %
 r

is
k

 (
w

in
d

o
w

 2
)

0 5 10 15 20 25
0

5

10

15

20

25

ROR % risk (window 1)

R
O

R
 %

 r
is

k
 (

w
in

d
o

w
 2

)

0 10 20 30 40 50
0

10

20

30

40

50

EP % risk (window 1)

E
P

 %
 r

is
k

 (
w

in
d

o
w

 2
)

0 20 40 60
0

20

40

60

EPclin % risk (window 1)

E
P

c
li
n

 %
 r

is
k

 (
w

in
d

o
w

 2
)



 
 

Supplementary Fig. 2 Change in expression of RS module genes between W1 (low oestrogen 

and progesterone) vs W2 (high oestrogen ± progesterone): (a) ER module (b) proliferation 

module and (c) invasion module. 
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Supplementary Fig. 3 Change in (a) ROR proliferation score and (b) correlation of change in 

proliferation score with change in ROR score, in paired tumour samples taken in W1 (low 

oestrogen and progesterone) vs W2 (high oestrogen ± progesterone). 
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Supplementary Fig. 4 Correlation of RS, ROR and EPclin scores in samples taken in (a) W1 

(low oestrogen and progesterone) and (b) W2 (high oestrogen ± progesterone). 
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