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Supplementary Information I

Table S1 The sample sizes for training and testing sets

Sample type Total Training Testing
Biliary tract cancer 78 58 20
Bladder cancer 373 279 94
Breast cancer 1416 1062 354
Colorectal cancer 194 145 49
Esophageal cancer 578 433 145
Gastric cancer 191 143 48
Glioma 79 59 20
Hepatocellular 151 113 38
carcinoma

Lung cancer 193 144 49
Ovarian cancer 316 237 79
Pancreatic cancer 189 141 48
Prostate cancer 774 580 194
Sarcoma 185 138 47

Table S2 The 7-miRPairs

miRNA, miRNA, Ratiol” Ratio2” P-value” g-value”
hsa-miR-5100 hsa-miR-6784-5p 0.950 0.008 0 0
hsa-miR-1290 hsa-miR-92a-3p 0.972 0.037 0 0

hsa-miR-1292-3p hsa-miR-629-3p 0.964 0.247 0 0




hsa-miR-1290 hsa-miR-451a 0.926 0.051 0 0

hsa-miR-29b-3p hsa-miR-629-3p 0.862 0.055 0 0
hsa-miR-4787-3p hsa-miR-7845-5p 0.817 0.116 0 0
hsa-miR-1290 hsa-miR-3194-3p 0.870 0.087 0 0

*Ratio 1: the ratio of Enirnaa™Emirnas in non-BrC
*Ratio 2: the ratio of Enirnaa™>Emirnap in BrC
*P-value: Fisher’s exact test p-value

*g-value: p-value adjusted by the Benjamin-Hochberg correction method

Supplementary Information II
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Figure S1 Differential miRNAs in 11 cancer types relative to non-cancer control samples in
GSE112264 dataset
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Figure S2 Differential miRNAs in 13 cancer types relative to non-cancer control samples in

GSE113740 dataset
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Figure S3 Differential miRNAs in 9 cancer types relative to non-cancer control samples in
GSE106817 dataset



