1. [bookmark: _Toc43461700][bookmark: OLE_LINK1]Identification and quantitation of Phosphorylated proteins
The MS raw data for each sample were combined and searched using the MaxQuant software for identification and quantitation analysis. Related parameters and instructions are as follows:
Table Maxquant identification and quantitation indexes
	Item
	Value

	Enzyme
	Trypsin

	Max Missed Cleavages
	2

	Main search
（mass tolerance of precursor ions)
	6 ppm

	First search
（mass tolerance of precursor ions)
	20 ppm

	MS/MS Tolerance
（mass tolerance of MS2)
	20 ppm

	Fixed modifications
	Carbamidomethyl (C)

	Variable modifications
	Oxidation (M) , Phospho (STY)

	Database
	xxxx
for example, uniprot_mouse_76417 represents: “uniprot”, public database (http://www.uniprot.org/); “mouse”, organism species; “76417”, the number of sequences

	Database pattern
	Reverse

	Include contaminants
	True

	Peptide FDR
	≤0.01

	Site FDR 
	≤0.01

	Protein FDR
	≤0.01

	Time window 
(match between runs)
	2min




2. Identification and quantitation of proteins
The MS raw data for each sample were combined and searched using the MaxQuant 1.6.14 software for identification and quantitation analysis. Related parameters and instructions are as follows:
Table Maxquant identification and quantitation indexes
	Item
	Value

	Enzyme
	Trypsin

	Max Missed Cleavages
	2

	Fixed modifications
	Carbamidomethyl (C),

	Variable modifications
	Oxidation (M) ,

	Main search
	6 ppm

	First search 
	20ppm

	MS/MS Tolerance
	20ppm

	Database
	xxxx
for example, uniprot_mouse_76417 represents: “uniprot”, public database (http://www.uniprot.org/); “mouse”, organism species; “76417”, the number of sequences

	Database pattern
	Reverse

	Include contaminants
	True

	protein FDR
	≤0.01

	Peptide FDR
	≤0.01

	Peptides used for protein quantification

	Use razor and unique peptides

	Time window (match between runs)
	2min

	protein quantification
	LFQ

	min. ratio count
	1


Notes: Intensity-based absolute quantification (iBAQ ) and LFQ are two different methods for protein quantification provided by Maxquant software.
iBAQ Intensity reveals the level of protein expression in the sample X based on iBAQ algorithm，which is approximation to the absolute concentration of the protein in the sample. 
LFQ Intensity reveals the level of protein expression in the sample X based on LFQ algorithm，which is often used in the comparison between groups.

