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Supplementary figures: 
[image: Figure S1 NEW_00]Fig. S1. Characterization of primary human hepatocytes and HepLPC-derived EVs.
The cells were cultured in exosome-free medium for 48 h, the culture medium was collected, and the extracellular particles were isolated. (A) Representative electron microscopic photographs of PHH-EVs and HepLPC-EVs; scale bar =100 nm. (B) The size (nm, nanometers) distribution of EVs was quantified by NTA. (C) Analysis of positive CD63 and CD81 expression in EVs by flow cytometry. (D) Representative western blots showing the expression of exosome markers, including CD63, CD81 and TSG101, and the negative controls GRP78 and EEA1 in total cell lysates and exosomes. The data are expressed as the mean ± SD of three independent experiments performed in triplicate and were analyzed by a t test. (n=3)




[image: Figure S2_00]
Fig. S2. Immunofluorescence analysis of the uptake of PKH26-labeled EVs by hepatocytes in the liver; scale bar=50 μm.



[image: Figure S3_00(1)]Fig. S3. HepLPC-derived EVs promote hepatocyte proliferation in vitro.
Primary hepatocytes were cocultured with EVs at a concentration of 100 μg/mL for 24 h. (A) Positive expression of Ki67 was detected by immunofluorescence staining, bar=100 μm. (B) The mRNA expression of cell cycle-regulated proteins was detected by RT‒qPCR. The data are expressed as the mean ± SD of three independent experiments performed in triplicate and were analyzed by ANOVA. (n=3; *p<0.05)
[image: Figure S4_00]

Fig. S4. Screening of functional miRNAs expressed in EVs derived from HepLPCs.
Primary hepatocytes were transiently transfected with NC mimics or candidate miRNA mimics for 48 h. (A) The proliferation of the hepatocytes was measured by BrdU incorporation. (B) Proliferation was assessed by EdU incorporation, bar=100 μm. The data are expressed as the mean ± SD of three independent experiments performed in triplicate and were analyzed by ANOVA. (n=3; *p<0.05, **p<0.01, ***p<0.001)
[image: Figure S5_00]

Fig. S5. Prediction of potential target genes of miR-183-5p.
(A) Venn diagram of predicted target genes of miR-183-5p. (B) Primary hepatocytes were transfected with NC mimics or miR-183-5p mimics for 48 h, and the mRNA expression levels of candidate target genes were detected by RT‒qPCR. The data are expressed as the mean ± SD of three independent experiments performed in triplicate and were analyzed by a t test. (n=3; *p<0.05)
(B) 


[image: Figure S6_00]
Fig. S6. Delivery efficiency of hsa-miR-183-5p agomir/sponge in the mouse liver or in HepLPC-EVs.
(A) Sequence information comparison of human and mouse miR-183-5p. (B) Mice were injected with hsa-miR-183-5p agomir, and the level of hsa-miR-183-5p in mouse liver tissues was detected by RT‒qPCR. (C) HepLPCs were transfected with lentiviral vector carrying a miR-183-5p sponge, and EVs were isolated. The expression of hsa-miR-183-5p was analyzed by RT‒qPCR. The data are expressed as the mean ± SD of three independent experiments performed in triplicate and were analyzed by a t test. (n=3; *p<0.05)
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Fig. S7. Biodistribution and metabolic stability of miRNA agomirs in vivo.
The in vivo distribution of Cy5-labeled miR-183-5p agomir at different time points (6, 12, 24 and 72 h) after injection was assessed using an IVIS Spectrum system.

[image: Figure S8_00][image: Figure S8]
Fig. S8. The miR-183-5p-FoxO1/Akt/GSK3β/β-catenin axis regulates liver regeneration. The protein levels of FoxO1 and the levels of phosphorylated Akt, GSK3β and β-catenin in the livers of mice with CCl4-induced ALF that were treated with the miR-NC agomir or miR-183-5p agomir were detected by western blotting.


[image: Figure S9_00][image: Figure S9_00]Fig. S9. miR-183-5p accelerates injury repair and liver regeneration in APAP-induced ALF.
(A)  Schematic overview of the experimental procedures used for the establishment of APAP-induced ALF in mice and the subsequent treatments. Male C57BL/6 mice were administered 350 mg/kg body weight APAP (i.p.) to induce ALF, agomir/miR-NC agomir or control/miR-183-5p KD HepLPC-EVs were then injected via the tail vein, and samples were collected 24 h later. (B) The survival rates were recorded daily for 7 days(*vs miR-NC agomir; #vs HepLPC-EVsControl). (C) Histopathological damage in the liver was detected by H&E staining; scale bar=200 μm. (D) The serum levels of ALT and AST were measured. (E) The proliferation index (Ki67) in the liver was determined by IHC; scale bar=100 μm. The data are expressed as the mean ± SD of three independent experiments performed in triplicate and were analyzed by ANOVA. (n=6–84-6 mice per group in panels C-G, n=15 mice per group in panel B; *p<0.05, ***p<0.001)



Supplementary tables: 
Table S1 Primer List
	Name
	Sequence 5’   3’
	Supplier

	18s rRNA-F
	CAGCCACCCGAGATTGAGCA
	Huagene

	18s rRNA-R
	TAGTAGCGACGGGCGGTGTG
	Huagene

	Cyclin A2-F
	GAGGAACGGTGACATGCTCAT
	Huagene

	Cyclin A2-R
	CGCTGGCGGTACTGAAGTC
	Huagene

	Cyclin B2-F
	TGCTCTGCAAAATCGAGGACA
	Huagene

	Cyclin B2-R
	GCCAATCCACTAGGATGGCA
	Huagene

	Cyclin D1-F
	GCTGCGAAGTGGAAACCATC	
	Huagene

	Cyclin D1-R
	CCTCCTTCTGCACACATTTGAA
	Huagene

	Cyclin E-F
	AAGGAGCGGGACACCATGA	
	Huagene

	Cyclin E-R
	ACGGTCACGTTTGCCTTCC	
	Huagene

	p16 INK4A-F
	GATCCAGGTGGGTAGAAGGTC
	Huagene

	p16 INK4A-R
	CCCCTGCAAACTTCGTCCT
	Huagene

	p21 CIP-F
	TGTCCGTCAGAACCCATGC
	Huagene

	p21 CIP-R
	AAAGTCGAAGTTCCATCGCTC
	Huagene

	p27 Kip1-F
	TAATTGGGGCTCCGGCTAACT
	Huagene

	p27 Kip1-R
	TGCAGGTCGCTTCCTTATTCC
	Huagene

	U6-F
	CTCGCTTCGGCAGCACA
	Huagene

	U6-R
	AACGCTTCACGAATTTGCGT
	Huagene

	hsa-miR-30 stem-loop
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACGCTGCA
	Huagene

	hsa-miR-30-F
	GCGCTTTCAGTCGGATGTT
	Huagene

	hsa-miR-182 stem-loop
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACAGTGTG
	Huagene

	hsa-miR-182-F
	GCGTTTGGCAATGGTAGAACT
	Huagene

	hsa-miR-183 stem-loop
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACAGTGAA
	Huagene

	hsa-miR-183-F
	CGCGTATGGCACTGGTAGAA
	Huagene

	hsa-miR-149 stem-loop
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACGGGAGT
	Huagene

	hsa-miR-149-F
	CGTCTGGCTCCGTGTCTTC
	Huagene

	hsa-miR-192 stem-loop
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACGGCTGT
	Huagene

	hsa-miR-192-F
	GCGCGCTGACCTATGAATTG
	Huagene

	hsa-miR-215 stem-loop
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACGTCTGT
	Huagene

	hsa-miR-215-F
	GCGCGATGACCTATGAATTG
	Huagene

	hsa-miR-574 stem-loop
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACTGTGGG
	Huagene

	hsa-miR-574-F
	CGCACGCTCATGCACACA
	Huagene

	hsa-miR-654 stem-loop
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACAAGGTG
	Huagene

	hsa-miR-654-F
	CGCGTATGTCTGCTGACCAT
	Huagene

	hsa-miR-675 stem-loop
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACTGAGCG
	Huagene

	hsa-miR-675-F
	CGCGCTGTATGCCCTCAC
	Huagene




Table S2 Antibody and Reagent information
	Name
	Supplier
	Cat No.
	Clone No.

	Ki67
	Abcam
	ab16667
	SP6

	Cyclin A2
	Proteintech
	18202-1-AP
	

	Cyclin D1
	Proteintech
	26939-1-AP
	

	Cyclin E
	Proteintech
	11554-1-AP
	

	P27 Kip1
	Proteintech
	25614-1-AP
	

	GAPDH
	Cell Signaling Technology
	5174S
	

	β-actin
	Cell Signaling Technology
	4967S
	

	FoxO1
	Cell Signaling Technology
	C29H4
	

	p-AKT
	Proteintech
	66444-1-Ig
	1C10B8

	AKT
	Proteintech
	10176-2-AP
	

	p-GSK3β
	Proteintech
	14850-1-AP
	

	GSK3β
	Proteintech
	22104-1-AP
	

	β-catenin
	Proteintech
	66379-1-Ig
	1B8A1

	p-β-catenin
	SAB
	12806
	

	E2F1
	Proteintech
	66515-1-Ig
	5D7G8

	Lamin B1
	Proteintech
	12987-1-AP
	

	CD63
	Cosmo Bio
	CAC-SHI-EXO-M02
	

	CD81
	Proteintech
	66866-1-Ig
	1G2C6

	TSG101
	Proteintech
	14497-1-AP
	

	EEA1
	Proteintech
	66218-1-Ig
	1G8B2

	GRP78
	Proteintech
	11587-1-AP
	

	Cell-Light EdU Apollo567 In Vitro Kit
	RiboBio
	C10310-1
	

	PKH26
	Sigma
	PKH26GL
	

	BrdU ELISA
	Abcam
	Ab126556
	

	PI
	Invitrogen
	P3566
	

	CHX
	Beyotime
	SC-0353
	

	Primary human hepatocyte
	LV-BIOTECH
	LV-PHH001
	






Table S3 Differentially expressed miRNAs between HepLPCs-Exo and PHHs-Exo
	miRNA Information
	Statistics & Regulation
	Mean
	Tag counts (normalized)

	mature-miRNA
	Fold Change
	P-value
	FDR
	Regulation
	group hepLPC
	group PHH
	hepLPC-1
	hepLPC-2
	hepLPC-3
	PHH-1
	PHH-2
	PHH-3

	hsa-let-7b-3p
	3.666666667
	0.01613009
	0.19878
	up
	3.666666667
	1
	2
	2
	4
	
	
	

	hsa-let-7d-3p
	3.74537037
	0.007645525
	0.166796
	up
	269.6666667
	72
	323
	248
	235
	124
	25
	64

	hsa-miR-106b-5p
	4
	0.04936197
	0.315084
	up
	14.66666667
	3.666666667
	11
	9
	21
	4
	
	4

	hsa-miR-1249-3p
	4.333333333
	0.007490434
	0.166796
	up
	4.333333333
	1
	2
	4
	4
	
	
	

	hsa-miR-1307-5p
	4.6
	0.039532018
	0.288628
	up
	15.33333333
	3.333333333
	17
	19
	7
	2
	5
	

	hsa-miR-136-3p
	4.571428571
	0.013415402
	0.19878
	up
	10.66666667
	2.333333333
	12
	7
	10
	4
	
	

	hsa-miR-138-2-3p
	5
	0.025721421
	0.22689
	up
	5
	1
	6
	2
	4
	
	
	

	hsa-miR-148a-3p
	2.662013808
	0.002999194
	0.125666
	up
	41383.66667
	15546
	47582
	40702
	35864
	16394
	11495
	18746

	hsa-miR-148a-5p
	11.40909091
	0.003796504
	0.129318
	up
	83.66666667
	7.333333333
	58
	98
	92
	9
	8
	2

	hsa-miR-148b-3p
	2.555323591
	0.010164474
	0.191304
	up
	408
	159.6666667
	393
	471
	357
	237
	91
	148

	hsa-miR-149-5p
	6.666666667
	0.009205888
	0.183679
	up
	6.666666667
	1
	4
	5
	8
	
	
	

	hsa-miR-151a-3p
	2.799190283
	0.001160855
	0.0608
	up
	1152.333333
	411.6666667
	1007
	1172
	1275
	498
	369
	365

	hsa-miR-183-5p
	17.27272727
	0.018573389
	0.211022
	up
	633.3333333
	36.66666667
	586
	389
	922
	41
	26
	40

	hsa-miR-191-5p
	3.374587459
	0.045659111
	0.306099
	up
	3408.333333
	1010
	3202
	2102
	4918
	1348
	867
	812

	hsa-miR-192-5p
	13.90486726
	0.016728544
	0.200265
	up
	8380
	602.6666667
	4451
	10369
	10317
	766
	513
	526

	hsa-miR-193b-3p
	5.93442623
	0.000895964
	0.06019
	up
	120.6666667
	20.33333333
	107
	114
	138
	32
	13
	13

	hsa-miR-197-3p
	5.476377953
	0.001000055
	0.06019
	up
	463.6666667
	84.66666667
	462
	513
	413
	150
	47
	54

	hsa-miR-210-3p
	5
	0.00331976
	0.129318
	up
	23.33333333
	4.666666667
	20
	20
	27
	6
	
	5

	hsa-miR-218-5p
	7.625
	0.021713885
	0.21476
	up
	40.66666667
	5.333333333
	56
	23
	40
	6
	1
	6

	hsa-miR-218-5p
	7.625
	0.021713885
	0.21476
	up
	40.66666667
	5.333333333
	56
	23
	40
	6
	1
	6

	hsa-miR-25-3p
	2.576793045
	0.047252517
	0.311792
	up
	7113.666667
	2760.666667
	9879
	5259
	6200
	3855
	1735
	2689

	hsa-miR-27a-3p
	4.461538462
	0.010729451
	0.191304
	up
	38.66666667
	8.666666667
	38
	27
	48
	13
	4
	6

	hsa-miR-27b-3p
	10.17333333
	0.047909682
	0.313659
	up
	254.3333333
	25
	118
	244
	398
	37
	9
	26

	hsa-miR-296-5p
	5.333333333
	0.005179626
	0.155019
	up
	10.66666667
	2
	10
	7
	12
	1
	2
	

	hsa-miR-30a-3p
	10.82142857
	0.045273555
	0.305962
	up
	101
	9.333333333
	74
	63
	163
	4
	5
	16

	hsa-miR-3173-5p
	5
	0.025721421
	0.22689
	up
	5
	1
	6
	2
	4
	
	
	

	hsa-miR-320a-3p
	2.510633905
	0.048711675
	0.315084
	up
	8106
	3228.666667
	10749
	6390
	7176
	4884
	1121
	3678

	hsa-miR-326
	2.416666667
	0.043439495
	0.30275
	up
	9.666666667
	4
	7
	9
	10
	6
	3
	

	hsa-miR-329-3p
	2.888888889
	0.013158073
	0.19878
	up
	8.666666667
	3
	9
	5
	9
	2
	2
	2

	hsa-miR-329-3p
	2.888888889
	0.013158073
	0.19878
	up
	8.666666667
	3
	9
	5
	9
	2
	2
	2

	hsa-miR-339-3p
	3.916666667
	0.032218903
	0.267321
	up
	15.66666667
	4
	14
	9
	21
	2
	2
	5

	hsa-miR-345-5p
	2.957746479
	0.004101154
	0.132183
	up
	70
	23.66666667
	63
	66
	78
	22
	12
	34

	hsa-miR-3605-5p
	7.2
	0.001005555
	0.06019
	up
	12
	1.666666667
	10
	13
	10
	
	
	2

	hsa-miR-369-3p
	2.5
	0.039469764
	0.288628
	up
	41.66666667
	16.66666667
	43
	50
	29
	26
	14
	7

	hsa-miR-370-3p
	2.149333333
	0.009912568
	0.191304
	up
	268.6666667
	125
	273
	291
	239
	171
	77
	124

	hsa-miR-376a-3p
	8.555555556
	0.019277318
	0.211022
	up
	25.66666667
	3
	24
	35
	15
	5
	1
	

	hsa-miR-376a-3p
	8.555555556
	0.019277318
	0.211022
	up
	25.66666667
	3
	24
	35
	15
	5
	1
	

	hsa-miR-378a-3p
	2.749521466
	0.031667658
	0.265375
	up
	3351.666667
	1219
	4453
	3124
	2475
	1808
	775
	1071

	hsa-miR-379-5p
	2.866071429
	0.018918089
	0.211022
	up
	107
	37.33333333
	73
	115
	130
	49
	27
	33

	hsa-miR-381-3p
	3.469050894
	0.031621628
	0.265375
	up
	1681.333333
	484.6666667
	2315
	1609
	1117
	709
	281
	461

	hsa-miR-3928-3p
	3.6
	0.022645999
	0.219094
	up
	6
	1.666666667
	7
	4
	4
	
	
	2

	hsa-miR-410-3p
	2.5
	0.005386386
	0.155648
	up
	35
	14
	37
	36
	29
	18
	13
	8

	hsa-miR-411-5p
	3.866666667
	0.03809564
	0.288628
	up
	19.33333333
	5
	12
	26
	17
	8
	4
	

	hsa-miR-423-5p
	2.924787392
	0.0104065
	0.191304
	up
	12495.66667
	4272.333333
	14630
	13919
	8935
	4738
	4028
	4048

	hsa-miR-429
	6.279661017
	0.011828273
	0.198242
	up
	247
	39.33333333
	245
	165
	328
	49
	33
	33

	hsa-miR-4492
	4.733333333
	0.03700216
	0.284475
	up
	23.66666667
	5
	18
	34
	16
	1
	8
	3

	hsa-miR-4516
	54.25
	0.014660301
	0.19878
	up
	72.33333333
	1.333333333
	48
	61
	105
	1
	
	

	hsa-miR-493-3p
	3.147368421
	0.034784945
	0.272428
	up
	996.6666667
	316.6666667
	729
	1399
	859
	433
	194
	320

	hsa-miR-493-5p
	7.046391753
	0.010537851
	0.191304
	up
	455.6666667
	64.66666667
	298
	480
	586
	87
	26
	78

	hsa-miR-495-3p
	3.038709677
	0.02150384
	0.21476
	up
	157
	51.66666667
	207
	143
	118
	57
	29
	66

	hsa-miR-574-3p
	11.01578947
	0.027977323
	0.242094
	up
	697.6666667
	63.33333333
	342
	980
	768
	86
	62
	39

	hsa-miR-576-3p
	4.692307692
	0.021783533
	0.21476
	up
	20.33333333
	4.333333333
	19
	12
	27
	2
	4
	4

	hsa-miR-576-5p
	5.095238095
	0.038524121
	0.288628
	up
	35.66666667
	7
	48
	39
	17
	7
	2
	9

	hsa-miR-582-3p
	5.8
	0.004337536
	0.134624
	up
	9.666666667
	1.666666667
	6
	10
	10
	1
	1
	

	hsa-miR-629-5p
	2.460732984
	0.028311691
	0.242094
	up
	156.6666667
	63.66666667
	201
	138
	128
	93
	41
	54

	hsa-miR-656-3p
	5.967741935
	0.024855411
	0.22689
	up
	61.66666667
	10.33333333
	41
	89
	52
	13
	9
	6

	hsa-miR-6747-3p
	4.777777778
	0.008296418
	0.17381
	up
	14.33333333
	3
	11
	15
	14
	
	
	6

	hsa-miR-758-3p
	3.230769231
	0.040293459
	0.288628
	up
	14
	4.333333333
	11
	12
	16
	1
	
	9

	hsa-miR-766-3p
	3.4
	0.005820687
	0.162591
	up
	5.666666667
	1.666666667
	4
	5
	5
	2
	
	

	hsa-miR-7706
	2.84
	0.021258799
	0.21476
	up
	47.33333333
	16.66666667
	58
	36
	45
	26
	8
	13

	hsa-miR-889-3p
	3.353293413
	0.013728556
	0.19878
	up
	186.6666667
	55.66666667
	182
	233
	142
	80
	23
	61

	hsa-miR-novel-chr10_2000
	29.33333333
	0.021107078
	0.21476
	up
	29.33333333
	1
	13
	35
	37
	
	
	

	hsa-miR-novel-chr12_4816
	5.933333333
	0.016424896
	0.199479
	up
	29.66666667
	5
	32
	37
	17
	3
	2
	7

	hsa-miR-novel-chr12_5023
	136.3333333
	0.04191664
	0.295178
	up
	136.3333333
	1
	87
	227
	92
	
	
	

	hsa-miR-novel-chr14_8301
	99.57142857
	0.006277356
	0.165125
	up
	232.3333333
	2.333333333
	262
	287
	145
	2
	2
	

	hsa-miR-novel-chr14_8480
	4.153061224
	0.007064103
	0.166796
	up
	135.6666667
	32.66666667
	164
	105
	135
	51
	13
	31

	hsa-miR-novel-chr16_11186
	4.5
	0.028234289
	0.242094
	up
	9
	2
	10
	10
	4
	
	1
	2

	hsa-miR-novel-chr16_11356
	11.5
	0.020027327
	0.212442
	up
	30.66666667
	2.666666667
	39
	15
	35
	3
	
	2

	hsa-miR-novel-chr16_11401
	44.80714286
	0.001452645
	0.071607
	up
	2091
	46.66666667
	2170
	2498
	1602
	46
	60
	31

	hsa-miR-novel-chr16_11503
	4.333333333
	0.000562004
	0.047096
	up
	4.333333333
	1
	3
	3
	4
	
	
	

	hsa-miR-novel-chr16_11504
	4.333333333
	0.000562004
	0.047096
	up
	4.333333333
	1
	3
	3
	4
	
	
	

	hsa-miR-novel-chr1_16846
	73.6
	0.033878278
	0.26783
	up
	122.6666667
	1.666666667
	58
	190
	117
	1
	1
	

	hsa-miR-novel-chr1_17361
	49
	0.049631392
	0.315084
	up
	49
	1
	14
	60
	70
	
	
	

	hsa-miR-novel-chr20_19057
	73.6
	0.033878278
	0.26783
	up
	122.6666667
	1.666666667
	58
	190
	117
	1
	1
	

	hsa-miR-novel-chr20_19058
	73.6
	0.033878278
	0.26783
	up
	122.6666667
	1.666666667
	58
	190
	117
	1
	1
	

	hsa-miR-novel-chr21_20750
	16.66666667
	0.003840757
	0.129318
	up
	16.66666667
	1
	11
	20
	16
	
	
	

	hsa-miR-novel-chr21_21055
	14
	0.013501854
	0.19878
	up
	18.66666667
	1.333333333
	10
	24
	19
	
	1
	

	hsa-miR-novel-chr21_21056
	14
	0.013501854
	0.19878
	up
	18.66666667
	1.333333333
	10
	24
	19
	
	1
	

	hsa-miR-novel-chr3_26565
	10.33333333
	0.01613009
	0.19878
	up
	10.33333333
	1
	7
	7
	14
	
	
	

	hsa-miR-novel-chr3_26827
	3.615384615
	0.003857949
	0.129318
	up
	15.66666667
	4.333333333
	17
	11
	16
	4
	3
	3

	hsa-miR-novel-chr3_27254
	9
	0.006305484
	0.165125
	up
	270
	30
	354
	255
	198
	35
	30
	22

	hsa-miR-novel-chr4_28576
	6.666666667
	0.009205888
	0.183679
	up
	6.666666667
	1
	8
	5
	4
	
	
	

	hsa-miR-novel-chr5_31756
	23.91666667
	0.000162697
	0.042739
	up
	191.3333333
	8
	210
	165
	196
	7
	9
	5

	hsa-miR-novel-chr5_33089
	6.333333333
	0.01613009
	0.19878
	up
	6.333333333
	1
	8
	4
	4
	
	
	

	hsa-miR-novel-chr6_34915
	33.66666667
	0.001887632
	0.08788
	up
	33.66666667
	1
	24
	39
	35
	
	
	

	hsa-miR-novel-chr7_35945
	10
	0.039941968
	0.288628
	up
	10
	1
	6
	15
	6
	
	
	

	hsa-miR-novel-chr7_35946
	10
	0.039941968
	0.288628
	up
	10
	1
	6
	15
	6
	
	
	

	hsa-miR-novel-chr7_36364
	73.6
	0.033878278
	0.26783
	up
	122.6666667
	1.666666667
	58
	190
	117
	1
	1
	

	hsa-miR-novel-chr7_37105
	4.384615385
	0.023235608
	0.221266
	up
	57
	13
	43
	80
	45
	17
	8
	11

	hsa-miR-novel-chr7_38172
	4.333333333
	0.000562004
	0.047096
	up
	4.333333333
	1
	3
	3
	4
	
	
	

	hsa-miR-novel-chrX_43232
	3.042635659
	0.011488721
	0.196481
	up
	261.6666667
	86
	296
	241
	245
	156
	46
	53






Table S4. The candidate gene of hsa-miR-183-5p
	miRNA
	ID
	Gene
	miRDB
	miRTarBase
	miRWalk
	TargetScan

	hsa-miR-183-5p
	MIMAT0000261
	ZIK1
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	B3GNT2
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	ARFGAP2
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	SRSF2
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	RCN2
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	TMED7
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	CNOT6
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	FOXO1
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	KLRD1
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	CCNB1
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	CELF1
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	CTDSPL
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	KIF2A
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	NUFIP2
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	NR3C1
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	EIF4A2
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	PRRC1
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	PPP2CB
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	PTP4A2
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	TMSB4X
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	ZNF805
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	PDCD6
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	UCHL3
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	LRP6
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	PDCD4
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	ZBTB34
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	ITGB1
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	OTUD4
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	ZEB1
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	SH3D19
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	EZR
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	INSIG1
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	WDR26
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	RALGDS
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	SRSF10
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	FAM217B
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	AKAP12
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	KLHL23
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	ARHGAP21
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	FOXN2
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	GNG5
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	IDH2
	1
	1
	1
	1

	hsa-miR-183-5p
	MIMAT0000261
	KLHL24
	1
	1
	1
	1
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