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Supplemental Figure 1. Differential expressed genes after Trps1 knockdown in mouse 2-cell embryo. a: Common differentially expressed genes between two datasets (Trps1 KD RNA seq, Trps1 CUT&Tag and ZGA genes). b: GO terms for common differentially expressed genes. c: CUT&Tag analysis on TRPS1 bound peaks present within or near the representative common genes.
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Supplemental Figure 2. Supplementing Trps1 alleviates Trps1 deficiency induced arrest of 2-cell embryo. a: Representative images of mouse preimplantation embryos at different developmental stage after Trps1 siRNA and Trps1 mRNA (Non Trps1 siRNA targeted) microinjection. Scale bar, 100μm. b: Line chart showed embryonic transition rate development. c-d: Immunofluorescence staining of PED4D，AKT, p-AKT, CREB and p-CREB after Trps1 siRNA and Trps1 mRNA (Non Trps1 siRNA targeted) microinjection. One-way ANOVA (Tukey correction): *P<0.05, **P<0.01, ***P<0.001. Scale bar, 50μm. Bars in (d) indicate SD for triplicate experiments.
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Supplemental Figure 3. The developmental stage of mouse preimplantation embryos after SC-79 treatment alone. a: Representative images of mouse preimplantation embryos at different developmental stage after SC-79 treatment alone. Scale bar, 100μm. b: Line chart showed embryonic transition rate development.
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