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Fig. S1 Sequencing of cbh, egl, bgl genes and design of the respective model enzymes.
We sequenced the PCR-product through the ABI 3130 Genetic Analyzer (Applied Biosystems, USA) with a 50 cm capillary array filled with NanoPOP-7 Polymer (McLAB, USA). Through the SWISS- MODEL (Biozentrum, CH) and JMOL software, we elaborate the model cellobiohydrolase (CBH), endoglucanase (EGL) and β-glucosidase (BGL) enzymes using each amino acid sequence of these enzymes.
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Fig. S2 Design primer for the internal control ef1a gene specific for Petriella setifera.
The primers were created through the Primer3Plus software. The location of the primers is shown through the black underline and in bold along the known sequences in NCBI database “P. setifera isolate AFTOL-ID956 ef1a gene; GenBank: DQ836911” that were used to design the Petriella-selective primers.
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[bookmark: _Hlk502147990]Fig. S3 Total cellulase activity (FPase) towards analysed strains of P. setifera strains. Explanation: Control (CTRL), Durum wheat bran (WB), Oak sawdust (OS), Dried sugar beet pulp (BP). Vertical bars represent confidence intervals at 0.95. The ANOVA results can be seen in Table S4.

Table S1 Sequence of ef1a gene for all the analysed P. setifera strains
	Petriella setifera strains
	Sequence ef1a gene (5’-3’)

	G11/16
	CGA GAC CGG TAT CAT CAA GCC CGG TAT GGT CGT TAC CTT CGC TCC CTC CAA CGT CAC CAC GAA GTC AAG TCC GTC GAG ATG CAC CAC GAG CAG CTC TCC GAG GGT GTT CCC GGT GAC AAC GTY GGY TT

	G14/16
	CGA GAC CGG TAT CAT CAA GCC CGG TAT GGT CGT TAC CTT CGC TCC CTC CAA CGT CAC CAC GAA GTC AAG TCC GTC GAG ATG CAC CAC GAG CAG CTC TCC GAG GGT GTT CCC GGT GAC AAC GTY GGY TT

	G16/16
	CGA GAC CGG TAT CAT CAA GCC CGG TAT GGT CGT TAC CTT CGC TCC CTC CAA CGT CAC CAC GAA GTC AAG TCC GTC GAG ATG CAC CAC GAG CAG CTC TCC GAG GGT GTT CCC GGT GAC AAC GTY GGY TT

	G17/16
	CGA GAC CGG TAT CAT CAA GCC CGG TAT GGT CGT TAC CTT CGC TCC CTC CAA CGT CAC CAC GAA GTC AAG TCC GTC GAG ATG CAC CAC GAG CAG CTC TCC GAG GGT GTT CCC GGT GAC AAC GTY GGY TT

	G18/16
	CGA GAC CGG TAT CAT CAA GCC CGG TAT GGT CGT TAC CTT CGC TCC CTC CAA CGT CAC CAC GAA GTC AAG TCC GTC GAG ATG CAC CAC GAG CAG CTC TCC GAG GGT GTT CCC GGT GAC AAC GTY GGY TT






Table S2 Petriella setifera strains responses to Average Well Density Development index (AWDD).
	Effect
	df
	Mean square
	F
	p

	Waste
	3
	0.1132
	22.54
	2.08E-14

	Strain
	4
	0.2454
	48.87
	0.00E-01

	Incubation hour
	8
	4.7490
	945.54
	0.00E-01

	Carbon sources
	4
	29.8320
	5939.64
	0.00E-01

	Waste * Carbon sources
	12
	0.0648
	12.90
	0.00E-01

	Residual
	2700
	0.0050
	
	


The incubation time and strain effects on the Average Well Density Development index (AWDD) were determined by two-way ANOVA.



















Table S3 Petriella setifera strains responses to the enzymatic activities standardise.
	Effect
	df
	Mean square
	F
	p

	Waste
	3
	9.37243
	9.74137
	2.64E-06

	Residual
	716
	0.96213
	
	


The incubation time and strain effects on the enzymatic activities standardise were determined by one-way ANOVA.























[bookmark: _GoBack]Table S4 Petriella setifera strains responses to the CMCase activity.
	Effect
	df
	Mean square
	F
	p

	Strain
	4
	0.032858
	7.0061
	4.20E-05

	Waste
	3
	0.181358
	38.7091
	0.00E-01

	Day
	5
	0.028153
	6.0090
	5.36E-05

	Strain * Day
	20
	0.010206
	2.1783
	5.23E-03

	Waste * Day
	15
	0.012714
	2.7138
	1.32E-03

	Residual
	120
	0.004685
	
	


The incubation time and strain effects on the CMCase activity analysis were determined by two-way ANOVA.



















Table S5 Petriella setifera strains responses to the BGL activity.
	Effect
	df
	Mean square
	F
	p

	Strain
	4
	697.94
	27.1726
	0.000000

	Waste
	3
	3761.37
	146.4406
	0.000000

	Day
	5
	117.76
	4.5848
	7.31E-04

	Strain * Day
	20
	131.83
	5.1324
	0.000000

	Waste * Day
	15
	50.05
	1.9485
	2.47E-02

	Residual
	120
	25.69
	
	


The incubation time and strain effects on the BGL activity analysis were determined by two-way ANOVA.



















Table S6 Petriella setifera strains responses to the egl gene expression.
	Effect
	df
	Mean square
	F
	p

	Strain
	4
	350214.8
	15.99580
	3.73E-10

	Waste
	3
	394148.1
	18.00242
	2.03E-09

	Day
	4
	354552.5
	16.19392
	2.95E-10

	Strain * Day
	16
	394112.1
	18.00078
	0.00E-01

	Waste * Day
	12
	340591.3
	15.55626
	0.00E-01

	Residual
	100
	21894.2
	
	


The incubation time and strain effects on the egl gene analysis were determined by two-way ANOVA.



















Table S7 Petriella setifera strains responses to the bgl gene expression.
	Effect
	df
	Mean square
	F
	p

	Strain
	4
	1464520
	55.1344
	0.00E-01

	Waste
	3
	2078043
	78.2316
	0.00E-01

	Day
	4
	2177443
	81.9737
	0.00E-01

	Strain * Day
	16
	2500303
	94.1283
	0.00E-01

	Waste * Day
	12
	952888
	35.8731
	0.00E-01

	Residual
	100
	26563
	
	


The incubation time and strain effects on the bgl gene analysis were determined by two-way ANOVA.
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