
	Gene
	CpGn
	Primer direction
	Sequence (5’-3’)
	Annealing Temperature
	Amplicon Size [base pair (bp)]

	Ela3B-F
	7
	Forward
	TGGTTGTTTTGGAGTTTATTTTGTAGA
	58°C
	239 bp

	Ela3B-R
	
	Reverse
	BIO-AACTCAAACCTATAATCCCTATACTT
	
	

	Ela3B-S1
	
	Sequencer
	TTTGTAGATTAGGTTGGT
	
	

	Claudin-7-F
	10
	Forward
	AGGTTTTGGTAGGAGATTAAAGAA
	58°C
	199 bp

	Claudin-7-R
	
	Reverse
	BIO-ACCCTACAAACTCCAAATAACC
	
	

	Claudin-7-S1
	
	Sequencer
	AAAAAAGAGTTGAGAGTG
	
	

	IGK-ED-F
	5
	Forward
	GTTATTTGAGAATATGGGGATATTTTTGAT
	58°C
	153 bp

	IGK-ED-R
	
	Reverse
	BIO-CCCACACTCATAAAACTTACTCACTT
	
	

	IGK-ED-S1
	
	Sequencer_1
	ATATTTTTGATTTGAGTAGTTAT
	
	

	IGK-ED-S2
	
	Sequencer_2
	GGTAGTATTTAGGAGAGTAGG'
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