Supplementary Table 1. Full details of Primer sequences utilized in the RT-PCR experiment
	Gene
	Forward Primer（5'-3')
	Reverse Primer（5'-3')
	Amplicon Length (bp)
	Tm (°C)
	Efficiency (%)
	Exon Span

	GAPDH
	AACTTTGGCATTGTGGAAGGGCTC
	TGGAAGAGTGGGAGTTGCTGTTGA
	382
	60
	98.5
	No

	Arg1
	TTTTAGGGTTACGGCCGGTG
	TTTGAGAAAGGCGCTCCGAT
	131
	60
	99.1
	No

	CD206
	GTCAGAACAGACTGCGTGGA
	AGGGATCGCCTGTTTTCCAG
	281
	60
	99.5
	No

	IL-10
	GCTATGTTGCCTGCTCTT
	ATGCTCCTTGATTTCTGG
	307
	60
	98.8
	No

	iNOS
	CAACAGGGAGAAAGCGCAAA
	TGATGGACCCCAAGCAAGAC
	282
	60
	99.8
	No

	TNF-α
	ACAGAAAGCATGATCCGCG
	GCCCCCCATCTTTTGGG
	63
	60
	99.7
	No

	CD16
	ATGACTTTGGACACCCAGATGTTTC
	[bookmark: _GoBack]TCACTTGTCTTGAGGAGCCTG
	804
	60
	98.4
	No


Note: To confirm the absence of genomic DNA amplification in our qPCR assays, no-reverse transcription (no-RT) controls were performed. RNA samples (without reverse transcriptase during cDNA synthesis) were used as templates for qPCR with all primer sets listed in this table. No detectable amplification (Cq > 35) was observed in any no-RT control reaction, verifying that the mRNA expression data are not confounded by genomic DNA
